Fosmid 52B01
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Motif TC AG CA AT
Repeat No. 5 9 5 5
SSR start 3642 8911 11547 22423

Fosmid 52B01 = EU024861 (CONSTANS -like 2) 29,916 bp

Putative gene location Blastx Results Putative gene location Blastx Results
Feature |Strand Putative | Putative Eutat.lve Feature |Strand Putative | Putative .Putat.lve
start stop identity start stop identity
1 Minus 2559 1213  |F-box family protein 5* Minus 21021 19159 coL2 (.CQNSTANS_I.JKE 2); -
transcription factor/ zinc ion binding
2 Plus nd nd mutator-like transposase-like protein 6 Plus 24044 nd(?) F-box family protein
. NIK2 (NSP-INTERACTING
3 Plus nd nd no good Blastx matches 7 Minus 29005 26083 KINASE 2): protein kinase
PGK (PHOSPHOGLYCERATE
4 Plus 15434 16675 GK (PHOSPHOGLYC
KINASE)




