
 
 
 
 
 

Fosmid 34E24 = EU024847 (cRGA1)  36278 bp
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Feature Strand

Putative 

start 

Putative 

stop 

Putative                               

identity

1 Minus 4635(?) 3096(?) glycosyl hydrolase family 17 protein 5 Plus 24403(?) 25666(?)
SRO2 (SIMILAR TO RCD ONE 2); 

NAD+ ADP-ribosyltransferase 

2 Plus 11485 15484(?)
CUL4 (CULLIN4); protein binding / 

ubiquitin-protein ligase 
6* Minus 29841 26068

disease resistance protein (CC-

NBS-LRR class), putative 

3 Minus 17119
nd 

(16322?)

fragment: disease resistance protein 

(CC-NBS-LRR class), putative
7 Minus 34482 31283

disease resistance protein (CC-

NBS-LRR class), putative 

4 Minus 23660(?) 18556(?)
disease resistance protein (CC-NBS-

LRR class), putative  

Fosmid 34E24 

0 5 kb 10 kb 15 kb 20 kb 25 kb 30 kb 36,278 bp 

At: 
Mt: 

Nt: 
Le: 
Vv: 

Monocot: 

Motif TA AT TG AAG TTC TG TC AT TA TA

Repeat No. 5 7 5 5 6 7 13 6 5 5

SSR start 475 1397 1535 1577 11397 14037 24182 27027 28366 34861
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