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Motif AT [ TTG | AAT | AG AT AT GGT CT
Repeat No. 17 5 7 5 14 6 6 5
SSR start 2911 | 4409 | 7348 | 8076 | 8360 | 9971 21629 29251

Fosmid 53008 = EU024865 (DFR) 31107 bp

Putative gene location Blastx Results Putative gene location Blastx Results
Feature |Strand Putative | Putative Eutatllve Feature |Strand Putative | Putative _Putat_lve
start stop identity start stop identity
1 |plus | excluded | 1231 |ne@tshock protein bindingfauxiin- | oo\1ic greAK | 19204 | 10303
like protein / auxilin-like protein
CONTIG BREAK 2987 3086 5 Minus in gap? 23767  |unknown protein
. OTC (ORNITHINE
CONTIG BREAK
2 Minus 4009 1926 CARBAMOYLTRANSFERASE); 24979 25078
DFR (DIHYDROFLAVONOL 4-
3*  |Minus 6782 5115 [REDUCTASE); dihydrokaempferol 6 Minus nd nd unknown protein
4-reductase
4 Plus nd nd putative rgtroelement pol
polyprotein




