Fosmid 76C08
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Motif CA AT TC TA TC TC TC GA AT AC TA TA TA CT CT CT
Repeat No. 5 5 5 5 5 6 5 5 9 6 14 5 17 18 24 18
SSRstart | 1033 | 1275 |10128(11569|12932]|13100(13325|13703|14769(14787|15162|17625|29396 38531(39376|40769
Fosmid 76C08 = EU024870 (RAN) 44,732 bp
Putative gene location Blastx Results Putative gene location Blastx Results
Putative | Putative [Putative Putative | Putative [Putative
Feature |Strand . ) Feature |Strand . )
start stop identity start stop identity
1 Minus ? 1497 [reverse transcriptase-related 5 Plus nd(in gap) | 27913 |glycosyl hydrolase family 3 protein
. GL3 (GLABRA 3); transcription
() *
2 Plus 3915(?) 7046  [DNA binding 6 Plus 31543 34734 factor (bhih 1)
3 |Minus | 9900 gsg7 |BHLHO93 (BETAHLHPROTEIN 93)i| o1 preak | 39276 | 39375
DNA binding / transcription factor
FRS5 (FAR1-RELATED SEQUENCE glyceraldehyde-3-phosphate
?
4 Plus 16941(?) 19547 5); zinc ion binding ! Plus Excluded | Excluded dehydrogenase C subunit (GAPC-2)
CONTIG BREAK 25261 25360




