
 
 

 
 

 
Fosmid 14K06 = EU024832 (ADH ) 36,024 bp
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Putative                               
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Feature Strand

Putative 

start 
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Putative                               

identity

1 Plus 1162 2463

unknown protein                            

(homology to plant transposases of 

the PIF / Ping-Pong family)

4* Plus 20364 22788 alcohol dehydrogenase (ADH -1)

2 nd nd nd copia-type pol polyprotein-like 5 Minus 31733 24147
Transcription initiation factor           

(KOW domain) 

3 Minus 13923 10846 alcohol dehydrogenase  (ADH -2)
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Monocot: 

1 4* 5 2 3 

+ 
- 

Motif TA TA CTT TCC TCC AG GA

Repeat No. 23 17 6 6 5 7 7

SSR start 15978 21646 31464 31618 31639 31768 35287
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