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Supplementary Figure S1 — Dotplot similarity matrix of the D. salfina mitochondrial
genome.

The X- and Y-axes each represent the D. safina mitochondrial genome (28.3 kb). For clarity
the genetic maps of the D. safina mtDNA are placed below and beside the axes — on these
maps coding regions are green and introns are blue (refer to Figure 1 for the complete
annotation). Dots in the nucleotide similarity matrix represent regions of sequence similarity.
The matrix was generated using a sliding-window size of 50.



