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               1                                              50 
   OsRR-8  (1) --------------MSSPHVLVVDDTHVDRHVVSMALMRHNVRVTAVESV
  OsRR-12  (1) --------------MSSPHVLVVDDTLVDRHVVSMALMRHNVRVTAVESV
  OsRR-13  (1) MIEIIDLSQYIGPELDKKKAKLEKAKSKLLELEKKADIEENTRVTAVESV
 OsRR-13H  (1) --------------MSSPHVLVVDDTHVDRHVISMALMRHNVRVTAVESV
 ZmTCRR-1  (1) ------------MATQSPHVLVVDHSRVDCLVASIVLNSFNIRVTVAGGA
 ZmTCRR-2  (1) ------------MDTIGPHVLIVDDTFVDRLVASRVLKTCNIQVTMVEGP
               51                                             100
   OsRR-8 (37) MQALMFLDSEHD-VDMIVSDYCMPDMTGYNLLMEVKKSPKLAHLPVVIAS
  OsRR-12 (37) MQALMFLDSEHD-VNMIVSDYCMPDMTGYDLLMEVKKSPKLAHLPVVIAS
  OsRR-13 (51) MQALVFLDSEHD-VNMIVSDYCMPEMTGYDLLMEVKKSPRLVHLPVIIAS
 OsRR-13H (37) MQALVFLDSEHD-VNMIVSDYCMPEMTGYDLLMEVKKSPRLVHLPVIIAS
 ZmTCRR-1 (39) MEALEFLDANNSHVDLILTDYCMPDMTGYDLLREVKESPRLKHIPVVITC
 ZmTCRR-2 (39) KQALDFLDVEND-VNLILTDYCMPGMTGYDLLMEVKESPKLKHIPVVVMS
               101                              137 
   OsRR-8 (86) SDNIPERIRKCLDGGAKDYILKPVKIVDVPRIMKYI 
  OsRR-12 (86) SDNIPERIRKCLDGGAKDYILKPVKIVDLPRILNYI 
  OsRR-13(100) SDNIPERIRKCFDGGAKDYILKPVKIADVPRILNYI 
 OsRR-13H (86) SDNIPERIRKCFDGGAKDYILKPVKIADVPRILNYI 
 ZmTCRR-1 (89) TDVIPERIIECFEGGAEEYMIKPLKVSDVPRILSYM 
 ZmTCRR-2 (88) SDHIPQRMQKCMDAGAKEYIIKPIKAIDVPRILSYI


