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-2200 AA GATTTGCTAC CTCCCATTAC GCCAAAAATA ATTTTAAAAA ATCATCTAGA
Spl
-2148 TATTATACGT TTTCTAGATA CCAATAAAGT ATCTGACATG AATAAAAGAA TAAATAAAGG
ACE

-2088 ACCACATGTT CTTAAAAATA TAACTCACAT CAATAAATCA AATAATTCAA CATTTTACCT

-2028 TTAAACATAG AAATGAACCA TCCGTGACTT TTATCAAAAT AAATATATTT CTATGAAGAA

AT-rich element
-1968 CAATAGTTCG TCCATATATT TCAAGTTTCT ACGAATCTTA TTAAGATAGA TTGTACTGGT

AE-box
-1908 CACCGTTTTA TGGCATTTTG TCAATATATA AAAGATTATA AACATAGAGG TATCACCAAA

-1848 TTTTGGTGAG GCTTTGATTG CCTTAATTAG AAAACAATAT AATTACGACA GCGACGATCA

AAAC-motif
-1788 TCTAATCATG TCACGGAAAG TCGGAATTGT TACCGTGTAA AATCATCCGC TTCTTTCTTA

-1728 ATTCAATTAT TGTTACTTTA ATTAGTTGGA TTGGTTTGAA TTCTACGTTT ACACCTCTGC
HD-Zip 1 ARE
-1668 ATTTGGATAA CCTATGCCAT ATAGTATTGA TTATATAACT GATAACTAAG GGAACTAAAA
MBS
-1608 TACTAAATCT TGACTGAAAG ATAATAAGAG AAGTCTCTAG TCCCTAATGT CAGCCACATA

AT-rich sequence
-1548 CCTAGGAAAG ATTTTTTAGT TTTCATTACG TGGTAAATTT TCCAGATTGA TTAGCAACCT

ABRE G-BOX
-1488 GCAAAAAAGG GAACAAGAGG GAGGAAGATA AAGCATGAGT GGTCACTACT CACTCACTGA
Spl
-1428 TACTACAAGA AATTAATTAA TGCTAACAAA AATCCACAAT ATAAATTTTT AATTAAGATA
Box 4 GT1-motif HSE
-1368 TTTTTTCAAA AGAGTATTTA TCCGATTGGA GGGTTGCACA CCATTCAATA CACATTAATA
Box | Box 4
-1308 CGTCACAGCC GCTCGAAAAG GCCTCCGCTA TATATCCATC TTTTTGCTAA AGAATTTTTT
CGTCA-motif TCA-element HSE
-1248 TTTTCGAAGA ATCATCAATT TACTTTATTC TTGGTCTGAG GAAATATCTA TATACGTGAA
G-BOX
-1188 GTGTGCACCT TATCTTGTAC AGGGCTTCCT TCGGAAAAAA AAAAAATCTT GTACAGGGCT

chs-CMA2c
-1128 TCCCTCGTAT GAAGAAGAGA TAAACTCGTA AAAAGGTTTT GGAATCCAAC TTAATGGAAC

-1068 AAATGCCAAA ATAATTTAGT ACAACGTCGA ATCAAGTTGC GAAAGTACTG TAGAATCGAT
-1008 TCCTATACAG AGACGAAACG AGTTCTTATT GCACTTTATA ATATTGATTA AAAACTGAAA

5UTR Py-rich stretch
-948 CTTTTTTTGT TTCTCCGAAT ATTGTTATCT TTATTTCACA GCTAGATATC AATCCGCACA

HSE
-888 TGCATATAAT TAGTTTATCT TTTCACAAAA AAGTATATCC CCAAATAAAA TCCCACGTAA
ABRE G-BOX
-828 ATGAAAACAC AGTTTTAATT TTTTTTTCAT AGTGTTTACG ATAATACACA TGGTTTGTTG
ARE
-768 TAATTAAAAA GATAGATACG GTTTTTTTTC AACTGAAAAT TTGACTTTGT ATTTATCCTA

TCA-element
-708 ATGATATCAA ATGATTTAAC CATATCCATA TCTGATAGTA TGCACACACA TTGAATCCCT
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GT1-motif G-BOX

CATTGAAAAT TATGACGAGC TGAGATTCAA TGATATTAGT TAGTCCATAT ACACTGGATT
CGTCA-motif Box 11
TGGTAAGAAT ACCATTACTG TATAAACACT CGAATATACC ATGGATAAGC ATAAGATTCA
TC-rich repeats
CCTAATTAAT TAATTTCCAC CAGTGAGAAA AAAAGGAAAA CTAATTAATT TCTACACGTA
Box 4 Box 4 G-BOX
GACAATTGAC TACGAATCAA AAAGAGCGCT AATCGTGTAC CTGACAGTCG GACGGACACA
A-box
AGCGCATGGA TGCACACGTA GTTGGTGTCT CTTACCCTAA AATCGACGGT GAAGATGGAC
G-BOX
ACGAGCGTTA CTTGTCCCTC GTGTCTGATA ACTATCGGTA GACGAAACGA GATTATACCT
ABRE
TCCGACAATT TGGAGCGTCG GCTGCACGCG CTTTCTAATC AAAAAAAAGA AAAAAAAAGA
CAAT-BOX
AACGAGGGGT GTAGCGTAAA GAACGGTGTA ACTAACCGTA CCAGATTCCA ACTTTCGTTG

TGGATGTGAG CATCCAAGAG GAGGAGAGTC AGTGTTATAA AACGACACGA TATCCTCACC
TATA-BOX
GAGTTTACGC CTTCATTTCA TCATCTCGTC GAAAACACTT CCCTTCCTTT CTCTCTACTC

TCTCTCTCTC GTTATCTTCG GTTTCTGCTT TCTCTATTCG GAGGAGAGAT G

b, Bioinformatic Analysis of the AVP1 Promoter

CTGACACTGA ACTAAATCGA TAAAAAGTAT AAATAAAGCA CCATATGTTA TTAAAATATA

ATTCACATAA AAAATATCAA ATAATTCATA GATTTGCCTA TAAGCAAATG ACTCGTCCGT
HSE Skn-1_motif
GACTGTTAAA TGAAATTAAT CGGTACAAGT TATCTATGGA AAACAGTTCA ACTATTTAAC
Box 4 GA-motif
TATATCTTCT ACTACAGTGT CTTTTTCGTT CTAATTGAGT AATTCATAAA CGTTTAACTA
ACE
ATTCGATTGA TACTCATCAA CGCCTTATAG CATTGTCAAT ATACAACTAT AAACATTGAG
1-BOX
ATGTCACCAA ATTTTGGTGA GGCTAAATAG AAAACATTAT AATTACGACG ACGACGATAA

TCTAATCATA TATCATGGAA AGTCACAAAT CTTACCGTGT AAAATCATTC GCCTCTTTCT
ATCT-motif TCT-motif
AATTCAATTA TTGTTTTAAC TTTAATTAGG TGGATTGGTT TGAATTCTAC GTTTACCACA
HD-Zip 1 ARE
CCAGTCACCA CTTGGATAAA CCTTTAGGCC ATGAATGATA TTATATAATT TAGAAAGAAA
AAGAA-motif
TGGAAACTAA ATCGTGATTG AAAGATAAAA GTATGTCAGC CACAAAACTA GGAAAGATTT

CCTTTACATG ATAATAATTT TTTCGAGATT CATTAGCAAC CTGCAAAAGG GAACAAAGAT
P-box
AAAGCATGAG TGGTCACTAG TACTCACTGA GTACCCAAAA AAAACACAAT TAAATGCTAA

GAAAATTCCA CAAAATAATT TTTTGGTTAA GATATTTTAT TTTATATATA AAAAGGTATT

HSE GT1-motif
TATCCGATTG GAGGGTTGCA CACCATTCAA TACACTTAAT TACGTCAGCC GTTCGAAAAG

CGTCA-motif




-1360 GCCCTCCGAT ATATCCTCCT CTCTCACAAA CTTCTTCAAT TTTGTATTCA CTGGCAATAT

-1300 CTATGTACGG TTTGGTGCAC TGTATCTTCT TACACGACTG TCTCGTATCG TATGAAGATG
G-BOX

-1240 AGATTAAAAT GAAAAAGTAT TGGAATCTAA CCTAATCGAA CAAATGCCAA AAATAATTTA
ATCT-motif ATCT-motif

-1180 GTACAACGTC GAATCGAATT TGTGAAAGTA CTATAGAATC GATTCACATT AGAGACGAAT

TCA-element

-1120 ACGAGTTTTT ATTCCACTTT AAATTTCATC GTAAACTGAA AAGTTTTTTT TTTTTTTTTT

-1060 TGCTTTGCAT TTTTCTTTTT TGCTTTATCT GACACGTAGA TATTAATCAG CACACGGATG

G-BOX Box 4
-1000 TAGTTTTATC TCTTTGCCAA AAAAAGAGAG TCAAATCCTC AAATTTAATC CTACATAAAT
GAG-motif ATCT-motif
-940 GAGAATTTTG TTATTGTTAA TCATAGCTTT TACAATTATA GCAAGCATTT ACTTTACCCC
AAGAA-motif
-880 AATAAAGTTT ATGGCAAGCA TTTATATATC GTGGATTGGT AAATTAACAA TTTTATACAG
-820 ATGGCCTGTT TTAATTAAAG GGTTAGATTT TTCACTATGG CTTTCATTTA AACAATTAAA
ATCT-motif
-760 AACCCTGATA TTTTAACTAC GTATTTCCAT TTATCCTAAT CATGAAATTA ATACAAAATG
Box 4

-700 ATTTAGGCTC TTAACTATAT CTTCTTTTTT TATTGTTCAA AGCTCTTTAC TATTTATCCA

-640 TATTTGATAA TATGTACACT GAATCCATCT TTGTAAAATA GGAAGAGAGA ATTAAATGAT
TCA-element

-580 ATATTTTAGA CCAAAATACA CCCGATTTGG TAAATACTCA GAATATACCA TATGGATCAG

-520 ATAAATCATA ATCTTCACCT AACTAAATTA ATTTTCTACC ACGAAGGGGG ATTGACTACA
Box 4

-460 AAACCCGAAA AGTACTAATC ATGTACTTCC AGATCCGACG GCTAAAAACG CATCGATCAA

LTR
-400 CACGTAGTAG GTGTCTTTCG CCCTAAACTC AACGACCAAG ATGAACTCAA GCTTTACTTT
G-BOX TGA-element
-340 GCTGTCGTGT CCGACAACTA CCGGATAGAT GAGGATGAAT CTAAATTCGG ACAAATAGAG
G-BOX CAAT-BOX

-280 CGTAGTCAAC ACGCGCGTAA ATGAGTTCTG ATGGTGTAGC GTAAAAACCG TGTACCCAAC

-220 CGTACCGGAT TCCATCTATC TTTCTGGATG GGAGCATCCA AAGAGAAGAA GGAGAGAGCT

-160 AGTCTTATAT AACGACACGA TATCCTCACC TATTTACGCC TCATTTTCTT CTTCACCTCT

TATA-BOX
-100 CTCTCTGTGT GTGTTCTGTG TTCTCTCTCT CGCGCGAAGC GGTTCTCTTT CTTTTGTTTA

-40

TTTGTTTTTA TTTGTTTTTC TCTTATACGG AGGAGAGAAG ATG




