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Figure S3. Q-PCR analysis for total expression of genes. Significant differences between TM-1 and Hai7124 at the same stages indicated by * P< 0.05, ** P< 0.01. Vertical bars represented standard deviation (STD). 

A. Genes expressed preferentially at fiber initiation and early elongation (0-8 DPA). 

B. Genes expressed preferentially at fiber elongation (3-17 DPA). 

C. Genes expressed preferentially at primary-secondary transition (17-23 DPA). 
D. Genes expressed both at fiber initiation and early elongation period (0-8DPA) and secondary cell wall thickening period (20-23DPA).

E. Genes expressed coving the whole fiber developmental period.
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