
 Section 1
1 6310 20 30 40 50(1) 
MRGRVSPLMLLLGILVLASVSATHAKSSPYQKKTENPCAQRCLQSCQQEPDDLKQKACESRCTAra h 1.01 (wt) (1) 
MRGRVSPLMLLLGILVLASVSATHAKSSPYQKKTENPCAQRCLQSCQQEPDDLKQKACESRCTAra h 1.01 (53-3) (1) 
MRGRVSPLMLLLGILVLASVSATHAKSSPYQKKTENPCAQRCLQSCQQEPDDLKQKACESRCTAra h 1.01 (56-3) (1) 
MRGRVSPLMLLLGILVLASVSATHAKSSPYQKKTENPCAQRCLQSCQQEPDDLKQKACESRCTAra h 1.01 (95-1) (1) 
MRGRVSPLMLLLGILVLASVSATQAK-SPY-RKTENPCAQRCLQSCQQEPDDLKQKACESRCTAra h 1.02 (wt) (1) 
MRGRVSPLMLLLGILVLASVSATQAK-SPY-RKTENPCAQRCLQSCQQEPDDLKQKACESRCTAra h 1.02 (133) (1) 

 Section 2
64 12670 80 90 100 110(64) 
KLEYDPRCVYDPRGHTGTTNQRSPPGERTRGRQPGDYDDDRRQPRREEGGRWGPAGPREREREAra h 1.01 (wt) (64) 
KLEYDPRCVYDPRGHTGTTNQRSPPGERTRGRQPGDYDDDRRQPRREEGGRWGPAGPREREREAra h 1.01 (53-3) (64) 
KLEYDPRCVYDPRGHTGTTNQRSPPGERTRGRQPGDYDDDRRQPRREEGGRWGPAGPREREREAra h 1.01 (56-3) (64) 
KLEYDPRCVYDPRGHTGTTNQRSPPGERTRGRQPGDYDDDRRQPRREEGGRWGPAGPREREREAra h 1.01 (95-1) (64) 
KLEYDPRCVYD----TGATNQRHPPGERTRGRQPGDYDDDRRQPRREEGGRWGPAEPREREREAra h 1.02 (wt) (62) 
KLEYDPRCVYD----TGATNQRHPPGERTRGRQPGDYDDDRRQP-------------------Ara h 1.02 (133) (62) 

 Section 3
127 189140 150 160 170(127) 
EDWRQPREDWRRPSHQQPRKIRPEGREGEQEWGTPGSHVREETSRNNPFYFPSRRFSTRYGNQAra h 1.01 (wt) (127) 
EDWRQPREDWRRPSHQQPRKIRPEGREGEQEWGTPGSHVREETSRNNPFYFPSRRFSTRYGNQAra h 1.01 (53-3) (127) 
EDWRQPREDWRRPSHQQPRKIRPEGREGEQEWGTPGSHVREETSRNNPFYFPSRRFSTRYGNQAra h 1.01 (56-3) (127) 
EDWRQPREDWRRPSHQQPRKIRPEGREGEQEWGTPGSHVREETSRNNPFYFPSRRFSTRYGNQAra h 1.01 (95-1) (127) 
EDWRQPREDWRRPSHQQPRKIRPEGREGEQEWGTPGSEVREETSRNNPFYFPSRRFSTRYGNQAra h 1.02 (wt) (121) 
---------------------------------------------------------------Ara h 1.02 (133) (102) 

 Section 4
190 252200 210 220 230 240(190) 
NGRIRVLQRFDQRSRQFQNLQNHRIVQIEAKPNTLVLPKHADADNILVIQQGQATVTVANGNNAra h 1.01 (wt) (190) 
NGRIRVLQRFDQRSRQFQNLQNHRIVQIEAKPNTLVLPKHADADNILVIQQGQATVTVANGNNAra h 1.01 (53-3) (190) 
NGRIRVLQRFDQRSRQFQNLQNHRIVQIEAKPNTLVLPKHADADNILVIQQGQATVTVANGNNAra h 1.01 (56-3) (190) 
NGRIRVLQRFDQRSRQFQNLQNHRIVQIEAKPNTLVLPKHADADNILVIQQGQATVTVANGNNAra h 1.01 (95-1) (190) 
NGRIRVLQRFDQRSKQFQNLQNHRIVQIEARPNTLVLPKHADADNILVIQQGQATVTVANGNNAra h 1.02 (wt) (184) 
---------------------------------------------------------------Ara h 1.02 (133) (102) 

 Section 5
253 315260 270 280 290 300(253) 
RKSFNLDEGHALRIPSGFISYILNRHDNQNLRVAKISMPVNTPGQFEDFFPASSRDQSSYLQGAra h 1.01 (wt) (253) 
RKSFNLDEGHALRIPSGFISYILNRHDNQNLRVAKISMPVNTPGQFEDFFPASSRDQSSYLQGAra h 1.01 (53-3) (253) 
RKSFNLDEGHALRIPSGFISYILNRHDNQNLRVAKISMPVNTPGQFEDFFPASSRDQSSYLQGAra h 1.01 (56-3) (253) 
RKSFNLDEGHALRIPSGFISYILNRHDNQNLRVAKISMPVNTPGQFEDFFPASSRDQSSYLQGAra h 1.01 (95-1) (253) 
RKSFNLDEGHALRIPSGFISYILNRHDNQNLRVAKISMPVNTPGQFEDFFPASSRDQSSYLQGAra h 1.02 (wt) (247) 
---------------------------------------------------------------Ara h 1.02 (133) (102) 
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 Section 6
316 378330 340 350 360(316) 
FSRNTLEAAFNAEFNEIRRVLLEENAGGEQEERGQRRWSTRSSENNEGVIVKVSKEHVEELTKAra h 1.01 (wt) (316) 
FSRNTLEAAFNAEFNEIRRVLLEENAGGEQEERGQRRWSTRSSENNEGVIVKVSKEHVEELTKAra h 1.01 (53-3) (316) 
FSRNTLEAAFNAEFNEIRRVLLEENAGGEQEERGQRRWSTRSSENNEGVIVKVSKEHVEELTKAra h 1.01 (56-3) (316) 
FSRNTLEAAFNAEFNEIWRVLLEENAGGEQEERGQRRWSTRSSENNEGVIVKVSKEHVEELTKAra h 1.01 (95-1) (316) 
FSRNTLEAAFNAEFNEIRRVLLEENAGGEQEERGQRRRSTRSSDN-EGVIVKVSKEHVQELTKAra h 1.02 (wt) (310) 
---------------------------------------------------------------Ara h 1.02 (133) (102) 

 Section 7
379 441390 400 410 420 430(379) 
HAKSVSKKGSEEEGDITNPINLREGEPDLSNNFGKLFEVKPDKKNPQLQDLDMMLTCVEIKEGAra h 1.01 (wt) (379) 
HAKSVSKKGSEEEGDITNPINLREGELDLSNNFGKLFEVKPDKKNPQLQDLDMMLTCVEIKEGAra h 1.01 (53-3) (379) 
HAKSVSKKGSEEEGDITNPINLREGEPDLSNNFGKLFEVKPDKKNPQLQDLDMMLTCVKIKEGAra h 1.01 (56-3) (379) 
HAKSVSKKGSEEEGDITNPINLREGEPDLSNNFGKLFEVKPDKKNPQLQDLDMMLTCVEIKEGAra h 1.01 (95-1) (379) 
HAKSVSKKGSEEE-DITNPINLRDGEPDLSNNFGRLFEVKPDKKNPQLQDLDMMLTCVEIKEGAra h 1.02 (wt) (372) 
---------------------------------------------------------------Ara h 1.02 (133) (102) 

 Section 8
442 504450 460 470 480 490(442) 
ALMLPHFNSKAMVIVVVNKGTGNLELVAVRKEQQQRGRRE---EEEDEDEEEEGSNREVRRYTAra h 1.01 (wt) (442) 
ALMLPHFNSKAMVIVVVNKGTGNLELVAVRKEQQQRGRRE---EEEDEDEEEEGSNREVRRYTAra h 1.01 (53-3) (442) 
ALMLPHFNSKAMVIVVVNKGTGNLELVAVRKEQQQRGRRE---EEEDEDEEEEGSNREVRRYTAra h 1.01 (56-3) (442) 
ALMLPHFNSKAMVIVVVNKGTGNLELVAVRKEQQQRGRRE---EEEDEDEEEEGSNREVRRYTAra h 1.01 (95-1) (442) 
ALMLPHFNSKAMVIVVVNKGTGNLELVAVRKEQQQRGRREQEWEEEEEDEEEEGSNREVRRYTAra h 1.02 (wt) (434) 
---------------------------------------------------------------Ara h 1.02 (133) (102) 

 Section 9
505 567510 520 530 540 550(505) 
ARLKEGDVFIMPAAHPVAINASSELHLLGFGINAENNHRIFLAGDKDNVIDQIEKQAKDLAFPAra h 1.01 (wt) (502) 
ARLKEGDVFIMPAAHPVAINASSELHLLGFGINAENNHRIFLAGDKDNVIDQIEKQAKDLAFPAra h 1.01 (53-3) (502) 
ARLKEGDVFIMPAAHPVAINASSELHLLGFGINAENNHRIFLAGDKDNVIDQIEKQAKDLAFPAra h 1.01 (56-3) (502) 
ARLKEGDVFIMPAAHPVAINASSELHLLGFGINAENNHRIFLAGDKDNVIDQIEKQAKDLAFPAra h 1.01 (95-1) (502) 
ARLKEGDVFIMPAAHPVAINASSELHLLGFGINAENNHRIFLAGDKDNVIDQIEKQAKDLAFPAra h 1.02 (wt) (497) 
---------------------------------------------------------------Ara h 1.02 (133) (102) 

 Section 10
568 629580 590 600 610(568) 
GSGEQVEKLIKNQKESHFVSARPQSQSQSPSSPEKESPEKEDQEEENQGGKGPLLSILKAFNAra h 1.01 (wt) (565) 
GSGEQVEKLIKNQKESHFVSARPQSQSQSPSSPEKESPEKEDQEEENQGGKGPLLSILKAFNAra h 1.01 (53-3) (565) 
GSGEQVEKLIKNQKESHFVSARPQSQSQSPSSPEKESPEKEDQEEENQGGKGPLLSILKAFNAra h 1.01 (56-3) (565) 
GSGEQVEKLIKNQKESHFVSARPQSQSQSPSSPEKESPEKEDQEEENQGGKGPLLSILKAFNAra h 1.01 (95-1) (565) 
GSGEQVEKLIKNQRESHFVSARPQSQS--PSS-----PEKEDQEEENQGGKGPLLSILKAFNAra h 1.02 (wt) (560) 
--------------------------------------------------------------Ara h 1.02 (133) (102) 
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