
GO:0006778 

porphyrin metabolic

process

GO:0015994 (0.0187)

chlorophyll metabolic

process

9/1243 | 66/37767

GO:0044281 

small molecule

metabolic process

GO:0044282 

small molecule

catabolic process

GO:0006519 

cellular amino

acid and derivative metabolic process

GO:0006082 

organic acid

metabolic process

GO:0042180 

cellular ketone

metabolic process

GO:0016054 

organic acid

catabolic process

GO:0019915 (0.0438)

lipid storage

5/1243 | 24/37767

GO:0051716 (0.0162)

cellular response

to stimulus

48/1243 | 840/37767

GO:0033554 (0.0438)

cellular response

to stress

26/1243 | 399/37767

GO:0000003 

reproduction GO:0022414 

reproductive process

GO:0006979 (0.00254)

response to

oxidative stress

27/1243 | 332/37767 GO:0000302 (4.51e-06)

response to

reactive oxygen species

16/1243 | 85/37767

GO:0016108 (0.0227)

tetraterpenoid metabolic

process

7/1243 | 42/37767

GO:0016116 (0.0227)

carotenoid metabolic

process

7/1243 | 42/37767

GO:0006073 (0.0107)

cellular glucan

metabolic process

11/1243 | 87/37767

GO:0005982 (0.0205)

starch metabolic

process

7/1243 | 41/37767

GO:0033036 

macromolecule localization GO:0010876 (0.000128)

lipid localization

8/1243 | 24/37767

GO:0003006 

reproductive developmental

process

GO:0009793 (0.00937)

embryonic development

ending in seed dormancy

32/1243 | 465/37767

GO:0048608 

reproductive structure

development

GO:0043436 

oxoacid metabolic

process

GO:0019752 

carboxylic acid

metabolic process

GO:0010035 (1.89e-07)

response to

inorganic substance

33/1243 | 279/37767

GO:0010033 

response to

organic substance

GO:0009725 

response to

hormone stimulus

GO:0046483 

heterocycle metabolic

process

GO:0033013 

tetrapyrrole metabolic

process

GO:0044248 (0.000572)

cellular catabolic

process

50/1243 | 746/37767

GO:0006914 (0.0436)

autophagy

6/1243 | 35/37767

GO:0009605 

response to

external stimulus

GO:0009991 (0.0107)

response to

extracellular stimulus

13/1243 | 117/37767

GO:0009790 (0.0289)

embryonic development

33/1243 | 535/37767

GO:0019538 

protein metabolic

process

GO:0044267 

cellular protein

metabolic process

GO:0046395 

carboxylic acid

catabolic process

GO:0006457 (0.0438)

protein folding

20/1243 | 275/37767

GO:0042542 (4.18e-07)

response to

hydrogen peroxide

14/1243 | 53/37767

GO:0009063 (0.0107)

cellular amino

acid catabolic process

8/1243 | 47/37767

GO:0006807 

nitrogen compound

metabolic process

GO:0009308 

amine metabolic

process

GO:0034641 (0.015)

cellular nitrogen

compound metabolic process

33/1243 | 506/37767

GO:0009820 (0.0279)

alkaloid metabolic

process

8/1243 | 57/37767

GO:0051186 

cofactor metabolic

process

GO:0044262 (0.00316)

cellular carbohydrate

metabolic process

31/1243 | 417/37767

GO:0044264 (0.0187)

cellular polysaccharide

metabolic process

13/1243 | 127/37767

GO:0044260 

cellular macromolecule

metabolic process

GO:0048316 (0.01)

seed development

35/1243 | 530/37767

GO:0006629 

lipid metabolic

process

GO:0044255 

cellular lipid

metabolic process

GO:0009310 (0.0129)

amine catabolic

process

8/1243 | 49/37767

GO:0044106 

cellular amine

metabolic process

GO:0006812 

cation transport

GO:0015674 (0.0257)

di-, tri-valent

inorganic cation transport

7/1243 | 43/37767

GO:0030001 

metal ion transport

GO:0006811 

ion transport

GO:0006810 

transport

GO:0006950 (7.73e-07)

response to stress

134/1243 | 2320/37767

GO:0009414 (0.0162)

response to

water deprivation

19/1243 | 229/37767

GO:0009408 (4.64e-11)

response to heat

30/1243 | 161/37767

GO:0008150 

biological_process

GO:0008152 

metabolic process

GO:0051234 

establishment of

localization

GO:0050896 (1.04e-05)

response to stimulus

203/1243 | 4057/37767

GO:0032502 

developmental process

GO:0032501 

multicellular organismal

process

GO:0009987 

cellular process

GO:0051179 

localization

GO:0043170 

macromolecule metabolic

process

GO:0019748 (0.00266)

secondary metabolic

process

35/1243 | 489/37767

GO:0009058 

biosynthetic process

GO:0009056 

catabolic process

GO:0044238 

primary metabolic

process

GO:0044237 

cellular metabolic

process

GO:0009266 (1.89e-07)

response to

temperature stimulus

46/1243 | 485/37767

GO:0044042 (0.0122)

glucan metabolic

process

11/1243 | 89/37767

GO:0044271 

cellular nitrogen

compound biosynthetic process
GO:0009821 (0.00106)

alkaloid biosynthetic

process

6/1243 | 16/37767

GO:0010154 (0.0107)

fruit development

36/1243 | 557/37767

GO:0009719 

response to

endogenous stimulus

GO:0009628 (2.21e-07)

response to

abiotic stimulus

97/1243 | 1471/37767

GO:0042221 (0.000133)

response to

chemical stimulus

113/1243 | 2085/37767

GO:0006520 

cellular amino

acid metabolic process

GO:0009314 (0.00269)

response to

radiation

41/1243 | 613/37767

GO:0009416 (0.00175)

response to

light stimulus

41/1243 | 596/37767

GO:0009791 (0.000133)

post-embryonic development

50/1243 | 705/37767

GO:0044249 

cellular biosynthetic

process

GO:0009642 (8.36e-08)

response to

light intensity

19/1243 | 90/37767

GO:0009415 (0.00243)

response to water

22/1243 | 240/37767

GO:0070838 (0.0265)

divalent metal

ion transport

5/1243 | 21/37767

GO:0007275 

multicellular organismal

development

GO:0048856 

anatomical structure

development

GO:0006721 

terpenoid metabolic

process

GO:0006720 

isoprenoid metabolic

process

GO:0009644 (3.62e-08)

response to

high light intensity

16/1243 | 57/37767

GO:0009737 (0.000722)

response to

abscisic acid stimulus

31/1243 | 378/37767

GO:0005976 (0.0279)

polysaccharide metabolic

process

14/1243 | 152/37767

GO:0031667 (0.003)

response to

nutrient levels

13/1243 | 101/37767

GO:0005975 (0.00412)

carbohydrate metabolic

process

52/1243 | 866/37767


