
GO:0022622 (0.0041)

root system

development

19/1047 | 255/37767

GO:0048364 (0.0041)

root development

19/1047 | 255/37767

GO:0051169 (0.0168)

nuclear transport

8/1047 | 71/37767

GO:0006913 (0.0168)

nucleocytoplasmic transport

8/1047 | 71/37767

GO:0022621 (0.000292)

shoot system

development

27/1047 | 358/37767

GO:0048367 (0.00027)

shoot development

27/1047 | 355/37767

GO:0048589 (0.00528)

developmental growth

18/1047 | 242/37767

GO:0060560 (0.0394)

developmental growth

involved in morphogenesis

13/1047 | 186/37767

GO:0051603 (0.0122)

proteolysis involved

in cellular protein catabolic process

20/1047 | 309/37767 GO:0019941 (0.02)

modification-dependent protein

catabolic process

19/1047 | 303/37767

GO:0009409 (0.0111)

response to cold

21/1047 | 328/37767

GO:0009165 (0.00496)

nucleotide biosynthetic

process

12/1047 | 122/37767

GO:0044281 

small molecule

metabolic process

GO:0044282 

small molecule

catabolic process

GO:0044283 

small molecule

biosynthetic process

GO:0006082 (1.08e-05)

organic acid

metabolic process

54/1047 | 860/37767

GO:0055086 (0.00011)

nucleobase, nucleoside

and nucleotide metabolic process

21/1047 | 221/37767

GO:0042180 (1.77e-05)

cellular ketone

metabolic process

54/1047 | 882/37767

GO:0006519 

cellular amino

acid and derivative metabolic process

GO:0006066 

alcohol metabolic

process

GO:0046164 (0.0176)

alcohol catabolic

process

9/1047 | 89/37767

GO:0016053 (1.51e-07)

organic acid

biosynthetic process

38/1047 | 417/37767

GO:0009828 (0.00384)

plant-type cell

wall loosening

7/1047 | 40/37767

GO:0009755 (0.0041)

hormone-mediated signaling

pathway

22/1047 | 321/37767

GO:0051716 (0.00196)

cellular response

to stimulus

45/1047 | 840/37767 GO:0033554 

cellular response

to stress

GO:0070887 (0.00383)

cellular response

to chemical stimulus

28/1047 | 452/37767

GO:0070727 

cellular macromolecule

localization

GO:0034613 

cellular protein

localization

GO:0052543 (0.00435)

callose deposition

in cell wall

5/1047 | 19/37767

GO:0048869 (0.00569)

cellular developmental

process

30/1047 | 520/37767

GO:0032989 

cellular component

morphogenesis

GO:0009965 (0.0445)

leaf morphogenesis

11/1047 | 146/37767

GO:0008104 

protein localization

GO:0045184 

establishment of

protein localization

GO:0048513 (1.08e-05)

organ development

53/1047 | 838/37767

GO:0009887 (0.012)

organ morphogenesis

17/1047 | 241/37767

GO:0016101 (0.0147)

diterpenoid metabolic

process

5/1047 | 26/37767

GO:0016102 (0.00528)

diterpenoid biosynthetic

process

5/1047 | 20/37767

GO:0009685 (0.013)

gibberellin metabolic

process

5/1047 | 25/37767

GO:0009686 (0.00435)

gibberellin biosynthetic

process

5/1047 | 19/37767

GO:0033036 (0.00263)

macromolecule localization

29/1047 | 462/37767

GO:0010876 (1.81e-05)

lipid localization

8/1047 | 24/37767

GO:0033037 (0.00641)

polysaccharide localization

5/1047 | 21/37767

GO:0050801 (0.0401)

ion homeostasis

9/1047 | 103/37767

GO:0019725 (0.0242)

cellular homeostasis

13/1047 | 174/37767

GO:0006865 (0.0401)

amino acid transport

7/1047 | 66/37767

GO:0015849 (0.0111)

organic acid

transport

9/1047 | 81/37767

GO:0046942 (0.0111)

carboxylic acid

transport

9/1047 | 81/37767

GO:0000097 (0.0394)

sulfur amino

acid biosynthetic process

6/1047 | 49/37767

GO:0000096 

sulfur amino

acid metabolic process

GO:0006606 (0.0041)

protein import

into nucleus

7/1047 | 41/37767

GO:0032787 (6.75e-05)

monocarboxylic acid

metabolic process

31/1047 | 408/37767

GO:0006631 

fatty acid

metabolic process

GO:0015031 

protein transport

GO:0008361 (0.00384)

regulation of

cell size

20/1047 | 274/37767

GO:0016049 (0.00285)

cell growth

20/1047 | 265/37767

GO:0030163 

protein catabolic

process

GO:0044257 (0.0147)

cellular protein

catabolic process

20/1047 | 315/37767

GO:0010038 (0.0111)

response to

metal ion

17/1047 | 238/37767

GO:0043436 (1.08e-05)

oxoacid metabolic

process

54/1047 | 859/37767

GO:0019752 (1.08e-05)

carboxylic acid

metabolic process

54/1047 | 859/37767

GO:0010035 (1.42e-05)

response to

inorganic substance

26/1047 | 279/37767

GO:0000302 (0.043)

response to

reactive oxygen species

8/1047 | 85/37767

GO:0051707 (2.42e-05)

response to

other organism

41/1047 | 599/37767

GO:0009617 (1.79e-05)

response to

bacterium

24/1047 | 247/37767

GO:0009624 (0.00126)

response to nematode

10/1047 | 70/37767

GO:0010033 (6.11e-08)

response to

organic substance

83/1047 | 1342/37767

GO:0009725 (7.46e-05)

response to

hormone stimulus

56/1047 | 982/37767

GO:0071310 

cellular response

to organic substance

GO:0009743 (2.24e-09)

response to

carbohydrate stimulus

31/1047 | 240/37767

GO:0046483 (0.0147)

heterocycle metabolic

process

26/1047 | 460/37767

GO:0042430 (0.00384)

indole and

derivative metabolic process

8/1047 | 53/37767

GO:0009791 (4.69e-07)

post-embryonic development

51/1047 | 705/37767

GO:0009886 (0.00204)

post-embryonic morphogenesis

7/1047 | 35/37767

GO:0052545 (0.00641)

callose localization

5/1047 | 21/37767

GO:0009607 (2.08e-05)

response to

biotic stimulus

43/1047 | 638/37767

GO:0034285 (0.000471)

response to

disaccharide stimulus

9/1047 | 49/37767

GO:0009744 (0.000336)

response to

sucrose stimulus

9/1047 | 47/37767

GO:0034284 (0.044)

response to

monosaccharide stimulus

5/1047 | 35/37767

GO:0009746 (0.044)

response to

hexose stimulus

5/1047 | 35/37767

GO:0019538 

protein metabolic

process

GO:0044267 

cellular protein

metabolic process

GO:0006508 (0.00435)

proteolysis

42/1047 | 810/37767

GO:0052482 (0.0031)

cell wall

thickening during defense response

5/1047 | 17/37767

GO:0052544 (0.0031)

callose deposition

in cell wall during defense response

5/1047 | 17/37767

GO:0016052 (0.00709)

carbohydrate catabolic

process

12/1047 | 128/37767

GO:0044275 (0.00592)

cellular carbohydrate

catabolic process

12/1047 | 125/37767

GO:0046394 (1.51e-07)

carboxylic acid

biosynthetic process

38/1047 | 417/37767

GO:0048878 

chemical homeostasis

GO:0048646 

anatomical structure

formation involved in morphogenesis

GO:0006949 (0.00194)

syncytium formation

5/1047 | 15/37767

GO:0032870 (0.0041)

cellular response

to hormone stimulus

22/1047 | 321/37767

GO:0009739 (0.000688)

response to

gibberellin stimulus

16/1047 | 159/37767

GO:0009733 (0.0493)

response to

auxin stimulus

20/1047 | 360/37767

GO:0016114 

terpenoid biosynthetic

process

GO:0032535 (0.0041)

regulation of

cellular component size

20/1047 | 277/37767

GO:0007165 

signal transduction

GO:0007242 (0.00806)

intracellular signaling

cascade

35/1047 | 659/37767

GO:0019320 (0.013)

hexose catabolic

process

9/1047 | 84/37767 GO:0006007 (0.0122)

glucose catabolic

process

9/1047 | 83/37767

GO:0015837 (0.0431)

amine transport

7/1047 | 67/37767

GO:0006807 (0.00273)

nitrogen compound

metabolic process

150/1047 | 3826/37767

GO:0009308 

amine metabolic

process

GO:0034641 (6.09e-07)

cellular nitrogen

compound metabolic process

41/1047 | 506/37767

GO:0006139 (0.0184)

nucleobase, nucleoside,

nucleotide and nucleic acid metabolic process

121/1047 | 3198/37767

GO:0042742 (0.000218)

defense response

to bacterium

18/1047 | 177/37767

GO:0010025 (0.00973)

wax biosynthetic

process

5/1047 | 23/37767

GO:0009826 (0.0394)

unidimensional cell

growth

13/1047 | 186/37767

GO:0050789 

regulation of

biological process

GO:0050794 

regulation of

cellular process

GO:0044265 (0.000292)

cellular macromolecule

catabolic process

32/1047 | 465/37767

GO:0043632 (0.02)

modification-dependent macromolecule

catabolic process

19/1047 | 303/37767

GO:0044262 (0.0315)

cellular carbohydrate

metabolic process

23/1047 | 417/37767

GO:0005996 

monosaccharide metabolic

process

GO:0016137 

glycoside metabolic

process

GO:0000902 (0.0449)

cell morphogenesis

16/1047 | 259/37767

GO:0044260 

cellular macromolecule

metabolic process

GO:0006886 

intracellular protein

transport

GO:0006605 

protein targeting

GO:0042254 (0.012)

ribosome biogenesis

17/1047 | 241/37767

GO:0016043 

cellular component

organization

GO:0090066 (0.0041)

regulation of

anatomical structure size

20/1047 | 277/37767

GO:0065007 (0.0161)

biological regulation

154/1047 | 4188/37767

GO:0065008 (2.42e-05)

regulation of

biological quality

44/1047 | 665/37767

GO:0042592 (0.0234)

homeostatic process

15/1047 | 216/37767

GO:0010817 (0.045)

regulation of

hormone levels

12/1047 | 168/37767

GO:0052386 (0.00528)

cell wall thickening

5/1047 | 20/37767

GO:0033365 (0.0313)

protein localization

in organelle

8/1047 | 80/37767

GO:0071669 

plant-type cell

wall organization or biogenesis

GO:0009664 (0.00287)

plant-type cell

wall organization

10/1047 | 79/37767

GO:0006629 (0.0201)

lipid metabolic

process

40/1047 | 841/37767

GO:0044255 

cellular lipid

metabolic process

GO:0008610 (0.00126)

lipid biosynthetic

process

29/1047 | 439/37767

GO:0009309 (0.0367)

amine biosynthetic

process

15/1047 | 229/37767

GO:0044106 (0.0291)

cellular amine

metabolic process

24/1047 | 438/37767

GO:0008652 (0.0139)

cellular amino

acid biosynthetic process

15/1047 | 202/37767

GO:0006812 (0.0241)

cation transport

21/1047 | 357/37767

GO:0015674 (0.000189)

di-, tri-valent

inorganic cation transport

9/1047 | 43/37767

GO:0030001 (0.0308)

metal ion transport

15/1047 | 224/37767
GO:0006811 (0.00365)

ion transport

27/1047 | 427/37767

GO:0006810 (2.92e-07)

transport

101/1047 | 1846/37767

GO:0046907 

intracellular transport

GO:0019318 (0.0459)

hexose metabolic

process

10/1047 | 126/37767

GO:0006006 (0.0147)

glucose metabolic

process

9/1047 | 86/37767

GO:0006952 

defense response

GO:0052542 (0.00435)

callose deposition

during defense response

5/1047 | 19/37767

GO:0006950 (3.02e-06)

response to stress

115/1047 | 2320/37767

GO:0006970 (0.000924)

response to

osmotic stress

28/1047 | 408/37767

GO:0009408 (0.0143)

response to heat

13/1047 | 161/37767

GO:0006979 (0.0237)

response to

oxidative stress

20/1047 | 332/37767

GO:0008150 

biological_process

GO:0008152 (0.00384)

metabolic process

369/1047 | 10614/37767

GO:0051234 (2.98e-07)

establishment of

localization

101/1047 | 1851/37767

GO:0050896 (7.22e-12)

response to stimulus

209/1047 | 4057/37767

GO:0023052 

signaling

GO:0051179 (1.28e-07)

localization

106/1047 | 1922/37767

GO:0032502 (1.28e-05)

developmental process

111/1047 | 2304/37767

GO:0032501 (6.03e-06)

multicellular organismal

process

105/1047 | 2094/37767

GO:0023046 

signaling process

GO:0040007 (0.015)

growth

21/1047 | 340/37767

GO:0071554 

cell wall

organization or biogenesis

GO:0051704 (0.0014)

multi-organism process

43/1047 | 776/37767

GO:0009987 (0.00471)

cellular process

401/1047 | 11684/37767

GO:0044085 (0.0315)

cellular component

biogenesis

29/1047 | 571/37767

GO:0043170 

macromolecule metabolic

process

GO:0019748 (0.00144)

secondary metabolic

process

31/1047 | 489/37767

GO:0009058 (0.0237)

biosynthetic process

182/1047 | 5118/37767

GO:0009056 

catabolic process

GO:0044238 (0.025)

primary metabolic

process

304/1047 | 8995/37767

GO:0044237 (0.02)

cellular metabolic

process

297/1047 | 8722/37767

GO:0009266 (0.00263)

response to

temperature stimulus

30/1047 | 485/37767

GO:0042435 (0.0327)

indole derivative

biosynthetic process

6/1047 | 47/37767

GO:0042434 (0.00384)

indole derivative

metabolic process

8/1047 | 53/37767

GO:0051649 

establishment of

localization in cell

GO:0046365 (0.013)

monosaccharide catabolic

process

9/1047 | 84/37767

GO:0009827 (0.0111)

plant-type cell

wall modification

7/1047 | 50/37767

GO:0042547 (0.0041)

cell wall

modification during multidimensional cell growth

6/1047 | 29/37767

GO:0009831 (0.0168)

plant-type cell

wall modification during multidimensional cell growth

5/1047 | 27/37767

GO:0044271 (0.00267)

cellular nitrogen

compound biosynthetic process

26/1047 | 394/37767

GO:0044272 (0.000292)

sulfur compound

biosynthetic process

14/1047 | 115/37767

GO:0006633 (0.0343)

fatty acid

biosynthetic process

11/1047 | 140/37767

GO:0009719 (2.66e-05)

response to

endogenous stimulus

61/1047 | 1068/37767

GO:0009628 (2.43e-06)

response to

abiotic stimulus

82/1047 | 1471/37767

GO:0009605 (0.00383)

response to

external stimulus

27/1047 | 429/37767

GO:0042221 (4.63e-12)

response to

chemical stimulus

129/1047 | 2085/37767

GO:0010016 

shoot morphogenesis

GO:0048827 (0.000303)

phyllome development

22/1047 | 258/37767

GO:0048366 (0.000235)

leaf development

21/1047 | 233/37767

GO:0006511 (0.02)

ubiquitin-dependent protein

catabolic process

19/1047 | 303/37767

GO:0051170 (0.00452)

nuclear import

7/1047 | 42/37767

GO:0006753 (0.000826)

nucleoside phosphate

metabolic process

17/1047 | 180/37767

GO:0009117 (0.000826)

nucleotide metabolic

process

17/1047 | 180/37767

GO:0000038 (0.00794)

very-long-chain fatty

acid metabolic process

5/1047 | 22/37767

GO:0010166 (0.0111)

wax metabolic

process

5/1047 | 24/37767

GO:0017038 (0.0147)

protein import

9/1047 | 86/37767

GO:0023060 

signal transmission

GO:0044248 (0.00221)

cellular catabolic

process

41/1047 | 746/37767

GO:0044249 (0.049)

cellular biosynthetic

process

172/1047 | 4925/37767

GO:0008299 

isoprenoid biosynthetic

process

GO:0043603 (0.0276)

cellular amide

metabolic process

6/1047 | 45/37767

GO:0009825 (0.0111)

multidimensional cell

growth

7/1047 | 50/37767

GO:0009651 (0.000981)

response to

salt stress

26/1047 | 366/37767

GO:0009653 (0.000913)

anatomical structure

morphogenesis

38/1047 | 637/37767

GO:0071495 

cellular response

to endogenous stimulus

GO:0000041 (0.00216)

transition metal

ion transport

9/1047 | 61/37767

GO:0051641 

cellular localization

GO:0022613 (0.0176)

ribonucleoprotein complex

biogenesis

17/1047 | 253/37767

GO:0007275 (1.39e-05)

multicellular organismal

development

100/1047 | 2020/37767

GO:0048856 (1.23e-05)

anatomical structure

development

89/1047 | 1726/37767

GO:0042545 (0.00204)

cell wall

modification

13/1047 | 123/37767

GO:0006721 

terpenoid metabolic

processGO:0006720 

isoprenoid metabolic

process

GO:0006725 (0.0111)

cellular aromatic

compound metabolic process

24/1047 | 399/37767

GO:0006520 (0.0237)

cellular amino

acid metabolic process

24/1047 | 430/37767

GO:0010200 (4.69e-07)

response to chitin

21/1047 | 151/37767

GO:0009057 

macromolecule catabolic

process

GO:0034504 (0.00641)

protein localization

in nucleus

7/1047 | 45/37767

GO:0048731 (1.08e-05)

system development

53/1047 | 839/37767

GO:0016143 (0.03)

S-glycoside metabolic

process

7/1047 | 62/37767

GO:0019757 (0.03)

glycosinolate metabolic

process

7/1047 | 62/37767

GO:0019760 (0.03)

glucosinolate metabolic

process

7/1047 | 62/37767

GO:0071555 

cell wall

organization

GO:0009749 (0.0168)

response to

glucose stimulus

5/1047 | 27/37767

GO:0005975 

carbohydrate metabolic

process

GO:0006790 (0.000924)

sulfur metabolic

process

19/1047 | 220/37767


