Additional file 1. Deduced aminoacids sequences for all the Brachypodium Dof
TFs annotated.

>BdDOF1 Bradilg03710.1
MPAALMAPPRAPDGSSGSMGGLGSGGGGGGGGSAVVKAGSMTDRARMAK | PAPEAGLKCPRCESSNTKFCYFNNYSLTQPRHFCKACR
RYWTRGGALRNVPVGGGCRRNKRSSKSSKSSSSSSAAACGVAAGYNTSSSSSATTSSATTGSG IMPALGQMPFFAASLYSGSGGGEGQ
YGVGGGGGLLAGVSRSLGFPGGLMGPMGSQQLDSAVENYHHQLGGGMGGSMEQWRLPPPQMQMQQFPFFGGRGAGPDAMSGMQQLQQQ
MQAG I SNYPFEPDAGDGSGEGFAAGQMMGGGGGGGKQVVPGSAGL I TQLASVKMEDNPPTAMAREFLGLPAAGSLQFWAGGSGGNNGY
SGGGAGAPGGGSGGWVDRLAGFNSSSSGN I L

>BdDOF2 Bradi5g18640.1

MEEMLMGTTNQQQVQGSNPNL I PPPPSSSPAPGAGGGAMGLVAGAVVAGVGSSERKARPQKEKALNCPRCNSTNTKFECYYNNYSLQQP
RYFCKTCRRYWTEGGSLRNVPVGGGSRKNKRSSSSSSANAASGVSASTS IMASSTSMASKNPKLAHHHEGGGAQHDLNLSFPHHGLHG
GMQQQAADQYMAFPSLESSS I GGAMASGNNGRHGPGAGPLSAMELLRSTGCYMPSLHVPMQMPPAAPGEYGAAAVQGFSLGEFRAAPG
PAQSQSSQSLLGFSLDAHHGGTVGMQGMPQDRAGRMLFPFEDLKPTDASGAGSGAGYENGGRHQYEQAGKEQGDGGTGSHAGHDTAPG
FWNGMIGGGTSW

>BdDOF3 Bradi3g38980.1
MGEHAAAEPGRRPAQQQFAGVDLRRPKGYAAAAAAPAKTPAAAPVAATAAAAAAEGEACPRCESRDTKFCYYNNYNTSQPRHFCKGCR
RYWTKGGTLRCVPVGGGTRKRASSSNTSAAAATVKRQKPSKKRRVAPPEPPAAASSADDVPAPDADAAAKTTTTPPTEAASE I TTELY
VPAAAAAEEDSFTDLLQEQGGGDDAVALDLGFSDYASAVGKAAGLGDPYSFEWPPAFDLGACWSGAGFADPDPTGVFLNLP
>BdDOF4 Bradi2g10640.1

MAAIRDRGDAA I KLFGRT I PLLHAAAAATEVVTKLR I DENKNDAVPCVSDKLLNVKETPFCSKNSEDNDLQALSRHGG IMGTDSKSED
TKTESDELDQDKVLKKPD 1 1VPCPRCNSMETKFCYFNNYNVSQPRHYCRNCQRYWTAGGN I RNVPVGSGRRRNKHASHFRQAMMRHDN
N1AAAEDVPSV IHHLPLPLVAPVLPGP I KENETAKEFGSEVPVCNSMATVLDNGEQKG I HLVPLVSGDNKEEQSCASSAAVLGCSENM
TLDS 1VKKESGNVSGYCNGMTLPQSHVQSYPNGPALVFPWSPGWNS I AVMAASQCSTEPVHGLE I AKHSLLSWAPPSMMTAPG I CAPV
VPFPLMPPFWSCLPGWPNGTWSSPWPGSNGSPNK I TCSENNSPTLGKHSREVADMQEEEKRENTLW I PKTRRIDGTAEATKSSILDTL
G I KHDENGLFKSFQRKVPKNDKTPDSPLTLQANPAAFSRSQSFQERT

>BdDOF5 Bradi2g37130.1

M1 FPPASFLDSSSWNDNNQ I NNNFQRHPHHQQQQVVVAGSASATDGSCHEQLLQPS I MQMQQQQQQLAEGGGHGGAQQAQAAAMAGKP
MSMSERARLARVPLPEQGLKCPRCDSANTKFCYFNNYSLSQPRHFCRACRRYWTRGGALRNVPVGGGYRRHAKRAKQPKQQPATSSSS
APATAPTSAPPAMLPTGNHQQLPSGLLPPLLRLADFDAMSLGSTFVSGAGGMGKPPPLTSSGSVDVPAGCYSLGGGGGAMEQWRSVQQ
1 PAGFPFFHAMAAADNHLAPAAPGMFHYLGLDHGGNGNGEVVGEEDNQFHHASAT TMPSSKREDGFTRGGSN 1 1 SMYGNGDHHHQLNA
GYTSSYNSNTAARGNHLL

>BdDOF6 Bradilg26570.1
MAAGAGGAAAAAAAVQHAGPAGRVGGGGSSSAGGGAAAPDPRAEALRCPRCDSANTKFCYYNNYSLSQPRHFCKACKRYWTRGGTLRN
VPVGGGCRKNKRSRSSSGGGGRVVSSSSAAAAAAGGGTASSSLPLPPHGSASSALQGLHHGSSSLASLLLGTGGGGDHLGLFHQAMQS
VVSDNAAAYEMHNQQQQHQAQVDQLLGLGYGSHSQ I QMNKPWLGHDGAGGLFDGFYAPLLSGCS 1 VPGLEELHVKAEATAGENHHQHK
KDGEQQQQQSGGSWEQHPNSSSSNVEACNNN IMASEALMAAMNPAAAVSSNAATAPTTVSSSQLMYWGNGGGAPAAWPD | GANCGSS
ATFF

>BdDOF7 Bradilgl4570.1
MARFLQQQQQLVQPTNQNPNANTAREQCPRCASHDTKFCYYNNYNTSQPRHFCRACRRYWTLGGSLRNVP 1GGSTRKRLRPAPQQPLR
HRPPVHFASPPP 1PQQSAQSQQGLLGSLFALGGAPLLLEGRVGFDLGLGLPGLAGQLGGLTGSGGGGAGEVGLHSLGLRGGGQSAGPG
PTSSLSAPLLWPSSLFENNGGNNVETWKVSGGGAAATAMWAPAPEFSSAATVPQFSQFVFAGYFAVGPCLVLFTYNYKRKAGRSSSVL
VPNG

>BdDOF8 Bradi3g56380.1

MQDFQS IPGLAGRLFGGAAAAAD IRRAQGAASSRCGGGFSQEVVKCPRCESTNTKFCYYNNYNLSQPRHFCKSCRRYWTKGGVLRNVP
VGGGCRKSKRSSSSATPASPTDANNANSKTQRRASSSSRDSNSNSGSTSPTATPSSNTTP ITFANPFAGDVPPPAP IFADQAAALASL
FAPPPPPPLPVFNFSPQPKTEGSAISSVAVLLAAAEPEAPTSVSESAAAAADMAPFMSLDSTG I FELGDDASAASYWNAGSCCWGTDV
QDPSVYLP

>BdDOF9 Bradi2g55980.1
MDMLSSHPHEAMLPYVPRPPPSLLVDRRAYKTGAEVAPNCPRCDSPNTKFCYYNNYSLTQPRYFCKGCRRYWTKGGSLRNVPVGGGCR
KNRRGKSSSSSSMRSSSASDSSFSGAGRDAGPFGSHRFGSATGSLRPDMVLEGMVGNNPADPGHDMRTAADAST IDLAMLYSKFLNNQ
QPGNNNAVTPESAGGHVMDDGFDTFSGSSDVLRPGVLAAPGGHFDLSPQDGFGEWSGPLSSAGAAGNPASATSTTTSAMLCTDASVQA
ALGELNFVMDQSCFDALGLPMPAEDGGASSVGNDLSSWCS1VPSLSTWEEPKYDSLDSFPDDALSLHDHG I LAADHDWSADCQGLEAL
YMP

>BdDOF10 Bradi2g24040.1
MLSSHCENMLAYAAAAAGRRASVLVDPRRYRPNVEVAPNCPRCDSPNTKFCYYNNYSLSQPRYFCKGCRRYWTKGGSLRNVPVGGGCR
KNRRGSKSSSSARPMADDTAAAARDHGPAPAAFSHRFHGPVRPDMLLEGMVGNPPAQLGQPAPSSANKPAAAADGSMIDLALLYSKFL
SHQPANDVRESVDTSSSGSSSATSPGVQPGSGPAQAQAQHGFGRLSSPATASTEQSETTTMLQCADVRAQALGELAFSVDQSCYDSLG
LPTDGGDL I LRSTWDQGAKYEPFDSLPVPEDAMSLHGGVPAGGDDVWSKVLGSQGLEAALCRP

>BdDOF11 Bradilg73710.1

MGQCRAAAGGGDCLFKLFGKT IPVPADSSGSVVDKDQQHSGSSTAEPKVQEN IPGDSTGSPTLPEVVDTDDSCAVKKSSADQEEEQSD
TANQKEKLKKPDKILPCPRCNSMDTKFCYYNNYN INQPRHFCKKCQRYWTAGGAMRNVPVGAGRRKSKS I SAASHFLQRIRATLPGDP
LCTPIKTNATVLSFGSDTSTLDLTEQMKHLKDKL IPVTQIKNTDDPSVGSCAEGWAKGEEQNQMNSREEVTADKSTNVAQHPCMNGGT
MWPFSCAPSPAYFTSSVAIPFYPAAAAAAYWGYMVPGAWNTPWPPQSQSQSSSSPNAASPVSTMSSCFQSRKHPRDGDEERDTNRNGK
VWVPKT IRIDDADEVARSSIWSL1GINGDKVGTDDGRGCKITRVFYPKDEAKTTTHRVNNSLPFLKGNPAALSRSVTFQERS
>BdDOF12 Bradi3g52880.1
MMAGAAHPMHFCMDSDWLKGMVVPEDQGGAMGSSSPSSPSDTM I ACPQPMQQHQAQQQDRRLRPQHDSPLKCPRCDSAHTKFCYYNN
YSLSQPRYFCKTCRRYWTKGGSLRNVPVGGGCRKNKRATRKPSSSSAVVVPVAPSPAMPMSMMLHGGRHVETSGGLHLSFSGSTMQLP
SHTSAPDPLCSSLGLLDWKYDNVFSGSGGGTTFESANSEAAHFTGQGMMG I GGSRGGADCHALDALRYAASLGMGEHLALPFGAGARA
ERDHAVEMKPLSLEWCGEASRVPESST I SSLSGLGLWSGM I SGAHHHHGSSAAL

>BdDOF13 Bradi3g29940.1
MASPFLAGSSSSSASSPLSYMIPSSSLALAAQGQGQGFLSCGVLAQQGPQGDAVGVGAPRQGGTGRHAGLPRPPPRDCPRCRSGNTKF
CYYNNYSRKQPRYLCRACRRHWTEGGTLRDVPVGGGRKSRRNNGAGSRKAAATKASASPSTADAAAAAGVDGSLVVPADVLRQMLFFQ
PAGFEGGYG I DMGAWQQQQMAAAAPNATKAPQGVGGEVGAGVEGTSASAADGVNCGAGMQFWSGGWQQMQDDMPGFDGTF
>BdDOf14 Bradi2g62380.1



MAPTAAGAGGDEAA INNNSSSKAMSMSERARLARVPQPEPGLNCPRCDSTNTKFCYFNNYSLTQPRHFCRACRRYWTRGGALRNVPVG
GGYRRHAKRSSKPKSSSTSAAAAASSSPAPATTTTCSTAAAAPQSSTLQSMFCNNSSNNNSSNMFDLGLSSSSFPFLQQQEQQQQWAQ
QMQQSFPFLQAMDMGMGQPMPLPAATMQGMFHLGLHTGAGDDNAHFGGGHHMAQLPPAPGKRSSEQQQDYAQ I SSGRHGGNGSMYGDH
QHVVNGGGGYAFYSSSSAAGN

>BdDOF15 Bradilg07600.1

MIQELLGGTPMDQHHHHQQ IKSATNAMAHHHVSSLPMVLQP ISANPSPTSSSTSSRSSTQRSPSATSSPQGQGQQQGPEQAPLRCPRC
NSSNTKFCYYNNYNLTQPRHFCKTCRRYWTKGGALRNVP IGGGCRKPRPMPAPVAKQSTVVPAASCKSALSGTG IGMAPPPLGLGVGP
AMSSWAPQQLMALLNSTRAMQGLHHGGQGHGHGGGGNNVHRLLGLDTMGQLQVLPGHSPNNAMWPPVAHRPMPPPPPMHLDMAGPLGL
GLGGHSDLFSNLGLKPPSSSSLAPAASYYNDQLNAVVSNGGGGAGRPNAYESPSSYSCATTMASLPAASSTVSSGLTVGMDQQQPPVS
TSSSLAAQEMQYWNSGPAAMSMAAWPDLPALNGAFP

>BdDOF16 Bradi2g09720.1

MSDQMDSG IKLFGRV IPLAPEAASGPPEADAAAGSDHPPPPPPPPPPPPELQTAAPAEEAEEEAHKDQHKETEDKEDSEMKVDVPPEK
ENRG IEGDAPREKEGNEMEVDAPQVNENAEPDSSSTLDHKKDTQDQ INSAEDKADPKELNEKTANEESDQDKVLKKPDK1 IPCPRCNS
MDTKFCYYNNYN INQPRHFCKNCQRYWTAGGTMRNVPVGAGRRKSKNSSLHYRQLLMAPDCMMGSRVD ISNTVNPEVLASLPTTPTKS
TSRNETVLKFGPEVPLCESMASVLNIEEQNV INAGSVP I GEAREVNSCASSMTSHNGLPENAVHVDKNGAPVYCGGVGPMPPYYLGAP
FMYPWS 1 GWNNLPVMVPGGSMSESASPSESCSTSSAPWMNSPMMPGSRLPAPAFPYPLVPPTLWGCLPSWPATAWNAPWIGTNGC ISP
STSSNSSCSGNGSPTLGKHSRDSNPLKDDKEEKSLWVPKTLRIDDPDEAAKSS IWATLG IKPGDPGVFKPFQFKSENKGQTTDVRPAC
VLQANPAAFSRSQSFQESS

>BdDOF17 Bradi2g50370.1

MAPLVGAFKLFGKV I TPPVPAVAGEEEPQRLPGDGERDRTAATKREAPAGDLEGEETKQQGQGGGAARRTQLQESAEARAAAAPLPCP
RCRSRDTKFCYFNNYNVNQPRHFCKACHRYWTAGGALRNVPVGAGRRKNRPLGPNVGANHHHHHRAPPAAGFNLAFPNAAASSPNSPS
PVYTDGHWQAGPDRRF

>BdDOF18 Bradi4g04260.1
MTERARLARVPLPEPGTLRCPRCDSANTKFCYFNNYSLSQPRHFCKACRRYWTRGGALRNVPVGGGCRRNTKRSNSKKSSRSNNSQSQ
SQATSSATSSCSTTTATSASTTSAAAMQALPHHLALQLDASLDGYHGHHAQLQFLPAFMQLQQQQQGMMMQHGGHGGGYGHFADGGVG
DVGSAGQQQLPDGFPRGMVASGLLAQLAS IKMEEHGVANGGGG I GGGGGFQLGLQGAHEQYWPGSGGGGGGWPTEFLSGFSSSSSGNV
L

>BdDOF19 Bradi2g19930.1

MVEMGGGAAAAGFKLFGKY I TRQQQQQPPTRASPDSSSSGGGRGSVEQLEEAARRARAAAGARPLPCPRCRSEDTKFCYFNNYNVNQP
RHFCRACHRYWTAGGA IRNVPVGSGRRKNRPVLPHADYQVRLAPGPASASASVEAPDMAPALGF I PAPEHGWSSLYVVPSPSPAAAAY
RGHGAEMEQCWWLVHAERPPLGSSDPAF

>BdDOF20 Bradi3g25670.1

MAECRGGDGL IKLFGKT I PVPEPVGAL SKDLGHSGSSSTESGVQE I TTDPSPQPEVVDAEDPAVDKGSQLQSGDDEAASEKEKLKKPD
K1LPCPRCSSMDTKFCYFNNYN INQPRHFCKKCQRYWTAGGAMRNVPVGAGRRKNKNVLAASNFLQRVRAALPYDTFCSSPCPPVKTN
GTVLSFGHDASSTLDLAEHLKDNR I P I ARSRNARDNPSMGSCSEVVSSNRNDKDQRND I TVEKSANGVQQQHPAGMNGGTMWPYGCTP
SPAAYYTSGIAIP1YPGAPGPGYWGCMVPGAWSLPWPYQCQPQALSSPTSAPSVSSAPSPL TLGKHPRDQADEGNRGHGNGNGKVWVP
KT IR IDNADEVARSS IRSLFG I KGDDRDEQ I SGTSGHKLATSVFEPKQHEAKMAKHAEA I TSLPLLHHANPVALTRSV I FHEGS
>BdDOF21 Bradilgl15420.1
MAGDEAVAQQPRKGGTGTTAAQAQAPAAPGEAQQAGLRCPRCDSPNTKFCYYNNYSLSQPRHFCKTCRRYWTKGGALRNVPVGGGCRK
NKRSRSSSASSAAAASSRLSLNLPGPDHQHQQADLQQQQQHAAVRMGGGFRGYVDFHSGSMLPGPTSAVVSHGQYVPFGEWPAPGADY
NNN I SHGMSGGGGGGSS 1ASS 1 ESLSY INQDLHWKLQQQRVATMFLGPP I AADAQAHHHHQFGAGAAFLQMETTTAVPAAATSWFMDS
SSSYAPAPLQPNSSSSPCRPPAAASCSN INSGRSTSGGGGGGDVDNATSNNNNCGGSD I PSWGD I STFAMLP

>BdDOF22 Bradilg17410.1

MR 1 TKENPSTQQEFDLGQ INKSSLNNSTECENQAPNGDERTEQGSKSEAAK TEDDGSSRDKVLKKPDK I LPCPRCKSMDTKFCYYNNY
NVHQPRHFCKGCQRYWTAGGSMRN I PVGAGRRKSKSSSSNCRS I LTPGSSLAAPVGDASL I PFSVKGNEPVVTFGSDAPLCNSMASSL
RVEEQNK 1 SNPASTAHP 1 SGKNLTCPPPTT 1 SDSQDTESVKGTVSGHQNGLAGDCNGYTPVHP I PCFPGPPFMYPWNPAWNG I AAMAT
P 1CPAQTESVKSSENGNGVNVQWNLPPMVPVPGFCGPP | PFPLMPPSVWPFVSPWPNGAWSAPWLGPGYSMPAAPPTSS I TCSDSASP
VLGKHPRDSNLHGDEKSEKSLWIPKTLR IHDPDEAAKSS IWTTLG I EPGNRGMFRPFQSKSGSKEQMSDAARVMQANPAAQSRFQSFQ
ETT

>BdDOF23 Bradi3g51510.1

MEEMMMPAGNQNPNAANQNQNNQPPAPPSGPEGVQRAPAAAPAAAAAAGGAERKARPQKEKA INCPRCNSTNTKFCYYNNYSLQQPRY
FCKTCRRYWTEGGSLRNVPVGGGSRKNKRSSSSSSAAAAAVSTSAAAGTVPAANKNPKLMLQHEAGGGAHDLNLAFPHHHGRVLHPSE
FAASFPSLESSAVMAAANGGGRGGMHQGAFSAMELLRSTGCYVPLPQGMQLGAMPPEYGFALGPEFRMPAPPHQQQQQHHQQQQQVON
MLGFSLDTGAGGGYGAGLQGAQESAASGRMLFPFEDLKPGVVSAAAGGATGGDQFEHSKADQGQGQGGNNSGGHETLGFWNNSMIGNG
GSNDAGGGGGGGSW

>BdDOF24 Bradi5g26240.1
MAPDAAATGKLPDQAPPLLAQGDHHQAGAGNGNGKQQQLECPRCGSGNTKFCYYNNYSTAQPRHFCRACRRYWTHGGSLRNVPVGGAC
RRRDAAASGNANKRRRASSSDSGYPSSSSAEPPSSAAQDQLPPPALTFPFLSDGTAFFLPPPPQYD I SLGAGSAAAAFSWPLYDGGLG
AAPWDDGTLSGAAAGAATGAWGNVDEFTGLDLSWPPASGN

>BdDOF25 Bradilg66600.1
MPPVGPTAAALASSSAAGNNEAAGQQQQQARPNSHSMTERARMARAPHPEPALKCPRCDSTNTKFCYYNNYSLSQPRHFCKACRRYWT
RGGALRSVPVGGGCRRNKRSSNKSSKPSSSSANRQQLPGGASASSS 1 LPSTAPGSGVPSGAM I PPVGLGSSMAHHLPFLGSMQQHAPG
AGPNLGLAFSVGLPPLG I GMHQQQHMDGVDQSSFPLASGGAAATFGASLEQQWRVQQQQPHQQQFPFLELPPPPMYQLGALQANRAAG
SGAAAPSGMFTLGQTAASATATAARHERSVKQADDDSKGGQQEMSLQRQYMEALRQQGDHQAQGVWGGSGSATDDGNNGSGSWTMNLP
GFHSSSTGGHGGGLL

>BdDOF26 Bradi4g33000.1
MQEPGRRTAPPFAGVDLRRPKGYQALAQAEACPRCESRDTKFCYYNNYNTTQPRHYCRSCRRYWTKGGSLRNVPVGGASRNNSSSSSS
SSSSPPKRTKNSSSNSKRRRVVPEPEHEPVRTDASAPAATTEAVRPVTTEDAAPDDPAVETEPSVKLGVGGGLADAGGKEPSPFEWPS
GCDDLAISYWGTGVLADADPAMFLNLP

>BdDOF27 Bradi2g46300.1

MANLPTQAATADASGFKLFGKY 1QPDAAAQHDASAS I TASTSTEESTPPPPPPPPPPLPPSPPPLQAPAGGEPLPCPRCGSRETKFCY
FNNYNVRQPRHLCRACRRYWTAGGALRRVASASPGRRRPRPNAARSAAAAASASASASEGAAESVDSLS



