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Figure S1 Crossing and experimental scheme of the study on introgression process from cultivated to wild lettuce. The back-crossing pathway (BC1 and BC2 populations) is the subject of this study
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Figure S2 Allelic composition of the selected BC1 (A) and BC2 (B) genotypes. Blue: homozygous for the wild allele; yellow: hetereozygous; black: missing genotype scores. Backcrossing to the wild parent reduces the crop genome content in amount and segment size 













Figure S3 Boxplots representing the phenotypic variation among BC1S1 (position 1) relative to L. serriola acc. UC96US23 (position 2), L. sativa cv. Salinas (position 3), L. serriola/Eys (position 4) and L. sativa cv. Dynamite (position 5) for vigour traits dry weight (A), fresh weight (B), plant height (C)and relative moisture content (D) under the five treatments
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Figure S4 Boxplots representing the phenotypic variation among BC1S1 and BC2S1 plants (position 1) relative to L. serriola acc. UC96US23 (position 2), L. sativa cv. Salinas (position 3), L. serriola/Eys (position 4) and L. sativa cv. Dynamite (position 5) for vigour traits dry weight (A), fresh weight (B), plant height (C)and relative moisture content (D) under the five treatments
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