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HvC
BF10B_AY785885.1

gi|115477638|re
f|N

M_001068950.1| O
ryz

a sa
tiva

 Ja
ponica

 Group Os08g0545500 

gi|115480236:80-796 Oryz
a sa

tiva
 Ja

ponica
 Group Os09g0522200 

Bradi4g35650.1 BdCBF7_100%

OsCBF_IV_AY785894_1_OsDREB1B_1

gi|60547428|gb|AY785841.1| Hordeum vulgare subsp. vulgare cultivar Dicktoo HvCBF2A (CBF2A) gene, complete cdsgb|DQ097684.1|:101-766 Hordeum vulgare subsp. vulgare cultivar Dicktoo HvCBF2B (CBF2B) gene, complete cds

gb|DQ095159.1|:80-724 Hordeum vulgare subsp. vulgare cultivar Dicktoo HvCBF14 (CBF14) gene, complete cds

gb|AY785849.1|:73-750 Hordeum vulgare subsp. vulgare cultivar Dicktoo HvCBF4A (CBF4A) mRNA, complete cds

gb|AY785878.1|:2-877 Hordeum vulgare subsp. vulgare cultivar Dicktoo HvCBF9 (CBF9) gene, complete cds

gi|118026863:120-791 Lolium perenne LpCBFIVa mRNA for CRT-binding factor, complete cds

gi|118026865:71-745 Lolium perenne LpCBFIVb mRNA for CRT-binding factor, complete cds

gi|118026867:188-676 Lolium
 perenne LpCBFVa m

RNA for CRT-binding factor, com
plete cds

gi|118026869:75-707 Lolium
 perenne LpCBFVb m

RNA for CRT-binding factor, com
plete cds
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