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Additional file 3. Neighbor Joining phylogenetic tree for IPT proteins in Arabidopsis thaliana (AtIPT), Oryza sativa (OsIPT), Triticum aestivum (TaIPT), and Zea mays (ZmIPT) 

The tree was rooted using IPT protein from Rhodococcus fascians (RfIPT). Node values are the number of bootstraps for 1000 bootstrap replicates.

