
MrTPS1  -------------------------------------MG-KEEKVIRPIVHFSPSVWADQFHIFRDEQAEQANVEQVVNE 42   
MrTPS2  -------------------------------------MSLQEN-VIRPTANFPPSVWGDQFLTY-DEREDQAGLEKVVED 41  
MrTPS3  ---------------------MAAIQANVTTGIPANANTITSSEPVRPLANFPPSVWGDRFLSFSLDKSELERHAIAMEK 59   
MrTPS4  MAITHYQMASFQSSFHFCMLRKTLRQKSSLHFAKRCEATNKIFQTHGSVAIYQKTLWTHDLIDG-LETDFLINRKEKVNE 79   
MrTPS5  -------------------------------------MASRENEIIRPKANFHPSVWGDQFLVY-EEPEDQVEVEKMVEG 42   
 
 
MrTPS1  MRKDVRKDIMSSLDVQAEHTNLLKLIDAIQRLGIAYHFEEEIEQALKHIYDTYG--------------DDWKGRSPSLWF 108  
MrTPS2  LKDKVRQEILGTLDVPSQHTDLLRLIDSIQRLGIAYHFEEEIDRTLHHFYDAYG--------------DNWIGGATSVWF 107  
MrTPS3  PKEDLRKLIVDPTMDSNEK---LGLIYSVHRLGLTYMFMKEIESQLDKLFKEFSLQD----------CEEVDLYTISINF 126  
MrTPS4  LEVNVARMFMDYENGDISNLELLELIDNIERLGLGHRFQTNMKRVLDKIATVNENSLGLKEEEEEEEEEEDNLHALSLKF 159  
MrTPS5  LKEEVRKEIVVALDNPSKHTDLLVLINEVQRLGIAYYFEEEIERALKHIYDTYG--------------DHWKGGSAPLWF 108  
 
 
MrTPS1  RILRQQGYYVSCDILKNYKEED-GSFKESLANNVEGLLELYEATYLGVQGEDILDDALVFTRTCLEKIAKDLVHSNPTLS 187  
MrTPS2  RIMRQHGFFVSSDVFKSYKDKN-GAFKEPLKNDIAGLLELYEATYLRVPGEVILDDALAFTKARLDEISNDPLWRNSIVS 186  
MrTPS3  QVFRHLGYKLPSDVFNKFKDASSGTFRESITRDVKGMLGLYESAQLRTRGEKVLDEASVFIEGKLKSVV---STLEGNLA 203  
MrTPS4  RILRQSGYRVSQDFQRKFKESR-----GGLTGGLKELLSIYEASYLSLEGEPDLHEAKLFATEKLLKLTG---HENEAMK 231  
MrTPS5  RLLRKQGYYVSCDIFNQYKDNT-GSFKESLTNDVHGMLELYEAAYMRVHDEVILDDAPVFTKTHLAKMLKDSLGYNPTLS 187  
 
 
MrTPS1  THIQEALKQPLHKRLTRLEALCYIPMYEQLASHNESLLKLAKLDFNLLQSLHRKELSEVSRWWKGLDVPNNLPYARDRMV 267  
MrTPS2  TQIIEALEQPVQKRLHRHEALRYITFYQQQASCNDSLLKLAKLGFNLLQSLHKKELSQVYKWWKGFDVPTNLPYARNRMV 266  
MrTPS3  QQVKQSLRRPFHQGMPMIEARLYFSNYEEECSSHDSLFKLAKLHFKYLELQQKEELRIVTKWWKDMRFQETTPYIRDRVP 283  
MrTPS4  DHVNHALDIPLYRRMLRLEARWYIDAYGKRKDANKQLLELAILDFNIVQSAHKRDLQEVSKWWEKTGLVRKLDFIRDRLM 311  
MrTPS5  KYIQDSLERPIRKRLPRVDALHYIPFYEQQVSHNKSLLKLSKLGFNLLQSMHKKELSELFKWWKHFDVEKNIPYMRNRFV 267  
 
                                        DDxxD----------------------------------- 
MrTPS1  ECYFWALGVYFEPKYSRARIFLAKVISLATVLDDTYDAYGIYEELKIFTEAIQGWSITCMHTLPEYMKLLYEGVLNIYKE 347  
MrTPS2  ECYFWSLSVFFEPKYSESRMFLAKVFAVETILDDTYDAFGTYEELEIFTAAVHRSSVTCLDALPKNYKLIYRIILSLYED 346  
MrTPS3  EIYLWILGLYFEPRYSLARIIATKITLFLVVLDDTYDAYATIEEIRLLTDAINKWDISAMEQIPEYIRPFYKILLDEYAE 363  
MrTPS4  ECFFWSVGMVFEPQYYTCRVELTKIATLITTIDDIYDVYGSLNELKVFTHAVKRWDINAVENMPEYLQLGFLALYNTINE 391  
MrTPS5  ENYFWALGAYFEPQYSRARIFLTKVFAFATMLDDTYDAYGVYKELEIFTQAVERWSLTCLDALPEYMKLIYKELLDLYEE 347  
 
 
MrTPS1  MEEIIGSEGKAHHLSYAKESMKEFIRSYMMEAKWANEGYVPTAEEHMAVAFVSSGYSMLATTCFVGMGDIVTDEAFEWSL 427  
MrTPS2  MEKILTKMGKAHHLNYIRNAMMEYIGCYLKEAKWANEEYTPTMEEHKEVTTVSSGYKFSLMASFAAMGDAITDETFKWAL 426 
MrTPS3  IENIMAREGRANTVIASKEAFQDIARGYLEEAEWTNNGYVASFPEYMKNGLITSAYNVISKSALVGMGEIVSEDALAWYE 443   
MrTPS4  MGYETLSAQGINIIPNLARVWGELLEAFLVEAEWTHNNYMPTFKDYLDNAWRSVSGMVLLTHGYFLMNQDVKDDAIESLE 471  
MrTPS5  MDDTMAKEGAPYHVKYAKEAMKEFIGSYMTEARWKHEGYVPTTEEHKAVAFISSGYKMLTIASFVGMGDIASEDSFKWAL 427  
                        NDxxTxxxE       
                        DDxxSxxxE    
MrTPS1  TKPPIIKASCAIARLMDDIHSQKDEKERI--HVASSVESYMKQYDVT-EEHVHKVFHQKIEDAWKDITRESLVCK--DIP 502  
MrTPS2  TMPPLAKACCVLCRVMDDIVTHKEEQERK--HVASGIQCYMKEFDVT-EQHVYDVFNAKVEDAWVEMNEESLKCK--DVK 501  
MrTPS3  SHLKTLQASELISRLQDDVMTYQFERERG--QSATGVDAFIKTYGVS-EKKAIDELKIMIENAWKDINEGCLKPR--QVS 518  
MrTPS4  NFHDLFKWSSMLFRLYNDLAALADEIDKD--KSPNAISCYMYEHSVS-EEVAREHVKTLIDKAWMKMIEARIACS-EHMT 547  
MrTPS5  SNPPLIKASCSICRMMDDVVGHKEEKERVGGHVASSVDSYMKQHNVT-EDHVYDLFNTLVEDAWKDLNRESLICK--EIP 504  
 
 
MrTPS1  MPLMMRVINLARVMDVLYTHKDGFTNVGEELQDHIKSLLVHPIPI---- 547  
MrTPS2  MPVIMRVINLARAMDVLYKNKDHYTHVGPELINHIKSLVVDPIMA---- 546  
MrTPS3  MDLLAPILNLARMIDVVYRYDDGFTFPGKTLKEYINLLFVGSLPM---- 563  
MrTPS4  DPLIDMAINLARVSSCMYQYGDGIKDPEARTKDRVMSIIIKPFDTSEIP 596  
MrTPS5  MVLKMRLINLTCFIDTLYKYEDTFTNVGPELIDCIKSHLVHAMSV---- 549  
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