
Fig. 3. Comparisons of deduced amino acid sequences of MdMYB3 in apple and R2R3 MYB proteins 

from other plants using ClustalW2 program (http://www.ebi.ac.uk/Tools/msa/clustalw2/).  The apple 

MdMYB3 is highlighted in bold.  R2 and R3 repeats are boxed.  The bHLH motif is indicated in gray color, 

while C1 and C2 motifs are highlighted in black color.  Conserved sequences with 100%, 80%, and 60% 

identity are marked with asterisks, two dots, and one dot, respectively.   

 

 


