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  OsAGO4a   (605) KINAKLGGLNSLLQIET--SPSIPLVSKVPTIILGMDVSHGSPGQ-SDIPSIAAVVSSREWPLVSKYRASVRSQSPKLEMIDGLFKPQG---- 
   TaAGO4   (617) KINAKLGGMNSLLQIEM--SPSIPLVSKVLTLILGMDVSHGSPGQ-SDIPSIAAVVGSREWPLVSKYRASVRSQSPKLEMIDSLFKPQ----- 
  OsAGO4b   (613) KINAKLGGINSLLQIEA--SPSIPLVSKTPTIILGMDVSHGQPGQ-SDRPSIAAVVSSRQWPLISKYRASVHTQSPKLEMMSSLFKPR----- 
   AtAGO4   (626) KINAKLGGLNSMLSVER--TPAFTVISKVPTIILGMDVSHGSPGQ-SDVPSIAAVVSSREWPLISKYRASVRTQPSKAEMIESLVKKN----- 
   AtAGO8   (570) KINAKLGGLNSVLDMEL--SGTMPLVMRVPTIIIGMDVSHGSPGQSDHIPSIAAVVSSREWPLISKYRACVRTQSPKVEMIDSLFKPVS---- 
   AtAGO9   (598) KINAKLGGLNSLLAMER--SPAMPKVTQVPTIIVGMDVSHGSPGQ-SDIPSIAAVVSSRQWPLISKYKACVRTQSRKMEMIDNLFKPVN---- 
   AtAGO6   (589) KINSKLGGINSLLGIEY--SYNIPLINKIPTLILGMDVSHGPPGR-ADVPSVAAVVGSKCWPLISRYRAAVRTQSPRLEMIDSLFQPIEN--- 
  OsAGO1c   (688) KINVKVGGRNTVLVDAV--SRRIPLVTDRPTIIFGADVTHPHPGE-DSSPSIAAVVASQDWPEVTKYAGLVSAQAHRQELIEDLYKIWQDPQR 
  OsAGO1d   (719) KINVKVGGRNTVLVDAV--SRRIPLVTDRPTIIFGADVTHPHPGE-DSSPSIAAVVASQDWPEVTKYAGLVSAQSHRQELIDDLYNITHDPHR 
  OsAGO1a   (759) KINVKVGGRNTVLVDAL--TRRIPLVSDRPTIIFGADVTHPHPGE-DSSPSIAAVVASQDWPEVTKYAGLVSAQAHRQELIQDLFKVWKDPQR 
  OsAGO1b   (796) KINVKVGGRNTVLVDAL--TRRIPLVSDRPTIIFGADVTHPHPGE-DSSPSIAAVVASQDWPEVTKYAGLVSAQAHRQELIQDLFKVWQDPHR 
  TaAGO1b   (547) KINVRVGGRNTVLVDAL--ARRIRLVTDRPTIIFGADVTHPHPGE-DSSPSIAAVVASQDWPEITKYAGLVSAQAHRQELIQDLFKVWQDPQR 
   AtAGO1   (728) KINVKVGGRNTVLVDAL--SRRIPLVSDRPTIIFGADVTHPHPGE-DSSPSIAAVVASQDWPEITKYAGLVCAQAHRQELIQDLFKEWKDPQK 
   TaAGO1   (788) KINVKVGGRNTVLVDAL--TRRIPLVSDRPTIIFGADVTHPHPGE-DSSPSIAAVVASQDWPEVTKYAGLVGAQAHR-QEIQDLFKVWQDPQR 
  AtAGO10   (675) KINVKMGGRNTVLVDAI--SCRIPLVSDIPTIIFGADVTHPENGE-ESSPSIAAVVASQDWPEVTKYAGLVCAQAHRQELIQDLYKTWQDPVR 
   AtAGO5   (687) KINVKTGGRNTVLNDAI--RRNIPLITDRPTIIMGADVTHPQPGE-DSSPSIAAVVASMDWPEINKYRGLVSAQAHREEIIQDLYKLVQDPQR 
   AtAGO7   (698) KINAKIGGSMTELYNSIPSHIPRLLRPDEPVIFMGADVTHPHPFD-DCSPSVAAVVGSINWPEANRYVSRMRSQTHRQEIIQDLDLMVK---- 
   AtAGO3   (893) KINAKVGGTNVELVDN----IFSFFKKEDKVMFIGADVNHPAAHD-NMSPSIVAVVGTLNWPEANRYAARVKAQSHRKEEIQGFGETC----- 
   AtAGO2   (715) KMNAKVGGSNVELMD-----TFSFFKKEDEVMFIGADVNHPAARD-KMSPSIVAVVGTLNWPEANRYAARVIAQPHRKEEIQGFGDAC----- 
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  OsAGO4a   (691) --AQEDDGLIRELLVDFYTSTGKRKPDQVIIFRDGVSESQFTQVLNIELDQIIEACKFLDENWSPKFTLIVAQKNHHTKFFVPGS-------- 
   TaAGO4   (702) --GTDDDGLVRECLIDFYTSSGKRKPDQIIIFRDGVSESQFNQVLNIELDQIIEARKFLDENWNPKFTLIVAQKNHHTKFFIPGF-------- 
  OsAGO4b   (698) --GTEDDGLIRESLIDFYTSSGKRKPDHVIVFRDGVSESQFTQVINIELDQIIEACKFLDEKWSPKFTVIVAQKNHHTKFFQSGS-------- 
   AtAGO4   (711) --GTEDDGIIKELLVDFYTSSNKRKPEHIIIFRDGVSESQFNQVLNIELDQIIEACKLLDANWNPKFLLLVAQKNHHTKFFQPTS-------- 
   AtAGO8   (657) --DKDDQGIMRELLLDFHSSS-GKKPNHIIIFRDGVSESQFNQVLNIELDQMMQIN-------------------HHTKFFQTES-------- 
   AtAGO9   (684) --GKDEG-MFRELLLDFYYSSENRKPEHIIIFRDGVSESQFNQVLNIELDQMMQACKFLDDTWHPKFTVIVAQKNHHTKFFQSRG-------- 
   AtAGO6   (676) -TEKGDNGIMNELFVEFYRTSRARKPKQIIIFRDGVSESQFEQVLKIEVDQIIKAYQRLGESDVPKFTVIVAQKNHHTKLFQAKG-------- 
  OsAGO1c   (778) GTVSG--GMIRELLISFKRSTG-EKPQRIIFYRDGVSEGQFYQVLLYELNAIRKACASLETNYQPKVTFIVVQKRHHTRLFAHNHNDQNSVDR 
  OsAGO1d   (809) GPICG--GMVRELLISFKRSTG-QKPQRIIFYRDGVSEGQFYQVLLHELDAIRKACASLEANYQPQVTFIVVQKRHHTRLFAHNHNDQNSVDR 
  OsAGO1a   (849) GTVSG--GMIRELLISFKRATG-QKPQRIIFYRDGVSEGQFYQVLFYELDAIRKACASLEADYQPPVTFVVVQKRHHTRLFANNHKDQRTVDR 
  OsAGO1b   (886) GTVTG--GMIKELLISFKRATG-QKPQRIIFYRDGVSEGQFYQVLLYELDAIRKACASLEPNYQPPVTFVVVQKRHHTRLFANNHNDQRTVDR 
  TaAGO1b   (637) GTVTG--GMIKELLISFKRATG-QKPQRIIFYRDGVSEGQFYQVLLFELDAIRKACASLEPNYQPPVTFVVVQKRHHTRLFANNHNDQRTVDR 
   AtAGO1   (818) GVVTG--GMIKELLIAFRRSTG-HKPLRIIFYRDGVSEGQFYQVLLYELDAIRKACASLEAGYQPPVTFVVVQKRHHTRLFAQNHNDRHSVDR 
   TaAGO1   (877) GTVTGGMETIKELLISFKRATG-QKPQRIIFYRDGVSEGQFYQVLLYELDAIRKACASLEPNYQPPVTFVVVQKRHHTRLFANNHNDQRTVDR 
  AtAGO10   (765) GTVSG--GMIRDLLISFRKATG-QKPLRIIFYRDGVSEGQFYQVLLYELDAIRKACASLEPNYQPPVTFIVVQKRHHTRLFANNHRDKNSTDR 
   AtAGO5   (777) GLVHS--GLIREHFIAFRRATG-QIPQRIIFYRDGVSEGQFSQVLLHEMTAIRKACNSLQENYVPRVTFVIVQKRHHTRLFPEQHGNRDMTDK 
   AtAGO7   (786) -----------ELLDDFYKAVK-KLPNRIIFFRDGVSETQFKKVLQEELQSIKTACSKFQD-YNPSITFAVVQKRHHTRLFRCDP-------D 
   AtAGO3   (976) --------WE--LIEAHSQAPE-KRPNKIVIFRDGVSDGQFDMVLNVELQNVKDVFA--KVGYNPQITVIVAQKRHQTRFFPATTS--KDGRA 
   AtAGO2   (797) --------LE--LVKAHVQATG-KRPNKIVIFRDGVSDAQFDMVLNVELLDVKLTFE--KNGYNPKITVIVAQKRHQTRFFPATN---NDGSD 
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  OsAGO4a   (774) QNNVPPGTVVDNAVCHPRNNDFYMCAHAGMIGTTRPTHYHILHDEIGFSADDLQELVHSLSYVYQRSTTAISVVAPICYAHLAAAQVSQFIK 
   TaAGO4   (785) PDNVPPGTVVDNAVCHPRNYDFYMCAHAGMIGTTRPTHYHILHDEIHFAADDLQDLVHSLSYVYQRSTTAISVVSPICYAHLAAAQVAQFIK 
  OsAGO4b   (781) PDNVPPGTVVDKQVCHPRNYDFYMCAHAGMIGTTRPTHYHVLHDEIGFSPDDLQELVHSLSYVYQRSTTAISVVAPICYAHLAAAQVGTFLK 
   AtAGO4   (794) PENVPPGTIIDNKICHPKNNDFYLCAHAGMIGTTRPTHYHVLYDEIGFSADELQELVHSLSYVYQRSTSAISVVAPICYAHLAAAQLGTFMK 
   AtAGO8   (720) PNNVLPGTIIDSNICHQHNNDFYLCAHAGKIGTTRPTHYHVLYDEIGFDTDQLQELVHSLSYVYQRSTTAISLVAPICYAHLAAAQMATAMK 
   AtAGO9   (766) PDNVPPGTIIDSQICHPRNFDFYLCAHAGMIGTTRPTHYHVLYDEIGFATDDLQELVHSLSYVYQRSTTAISVVAPVCYAHLAAAQMGTVMK 
   AtAGO6   (760) PENVPAGTVVDTKIVHPTNYDFYMCAHAGKIGTSRPAHYHVLLDEIGFSPDDLQNLIHSLSYVNQRSTTATSIVAPVRYAHLAAAQVAQFTK 
  OsAGO1c   (868) SGNILPGTVVDSKICHPTEFDFYLCSHAGIKGTSRPAHYHVLWDENNFTADALQILTNNLCYTYARCTRSVSIVPPAYYAHLAAFRARFYME 
  OsAGO1d   (899) SGNILPGTVVDSKICHPTEFDFFLCSHAGIKGTSRPAHYHVLWDENNFTADALQTLTNNLCYTYARCTRSVSIVPPAYYAHLAAFRARFYME 
  OsAGO1a   (939) SGNILPGTVVDSKICHPTEFDFYLCSHAGIQGTSRPAHYHVLWDENKFTADGLQTLTNNLCYTYARCTRSVSIVPPAYYAHLAAFRARFYME 
  OsAGO1b   (976) SGNILPGTVVDSKICHPTEFDFYLCSHAGIQGTSRPAHYHVLWDENKFTADELQTLTNNLCYTYARCTRSVSIVPPAYYAHLAAFRARFYME 
  TaAGO1b   (727) SGNILPGTVVDSKICHPTEFDFYLCSHAGIQGTSRPAHYHVLWDENKFTADELQTLTNNLCYTYARCTRSVSIVPPAYYAHLAAFRARFYME 
   AtAGO1   (908) SGNILPGTVVDSKICHPTEFDFYLCSHAGIQGTSRPAHYHVLWDENNFTADGLQSLTNNLCYTYARCTRSVSIVPPAYYAHLAAFRARFYME 
   TaAGO1   (969) SGNILPGTVVDSKICHPTEFDFYLCSHAGIQGTSRPAHYHVLWDENKFTADELQTLTNNLCYTYARCTRSVSIVPPAYYAHLAAFRARFYME 
  AtAGO10   (855) SGNILPGTVVDTKICHPTEFDFYLCSHAGIQGTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSIVPPAYYAHLAAFRARFYLE 
   AtAGO5   (867) SGNIQPGTVVDTKICHPNEFDFYLNSHAGIQGTSRPAHYHVLLDENGFTADQLQMLTNNLCYTYARCTKSVSIVPPAYYAHLAAFRARYYME 
   AtAGO7   (859) HENIPPGTVVDTVITHPKEFDFYLCSHLGVKGTSRPTHYHILWDENEFTSDELQRLVYNLCYTFVRCTKPISIVPPAYYAHLAAYRGRLYIE 
   AtAGO3  (1054) KGNVPSGTVVDTTIIHPFEYDFYLCSQHGAIGTSKPTHYYVLSDEIGFNSNQIQKLIFDLCFTFTRCTKPVALVPPVSYADKAASRGRVYYE 
   AtAGO2   (874) KGNVPSGTVVDTKVIHPYEYDFYLCSHHGGIGTSKPTHYYTLWDELGFTSDQVQKLIFEMCFTFTRCTKPVSLVPPVYYADMVAFRGRMYHE 
 

 


