Supplemental Table 1: qRT PCR of selected genes.
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Gene ID Forward Primer Reverse Primer R

2

S15 S21 S27 S15 S21 S27

Grmzm2g032905

5'-TCCAATAATTCGTAACCAT-3' 5'-CACTCACAGATAGTAACC-3'

10 0 0 0 0 0

Grmzm2g146283

5'-GATGCTGAGAGGAGGGATT-3' 5'-CCATTGTTGCCACCACTC-3'

0 0 31

0.34801 0.06485 1.08494 0.9277

Grmzm2g123896 

5'-GATGGATGGACAGTGAAG-3' 5'-AGCAGAACAAGAACAACA-3'

3 62 74

0.10724 1.01321 1.08494 0.9914

Grmzm2g036448

5'-CTTCACCTTCCACTTCAA-3' 5'-AATGGGGTAAAAGCAAAAG-3'

1 16 18

0.24669 1.12102 1.08494 0.9793

Grmzm2g067919

5'-GCGAGTTCCAGTTCTTCTT-3' 5'-TCTTGTACGCAGCTCTCT-3'

62 2481 1118

0.09528 1.40596 0.9019 0.9528

Grmzm2g057690

5'-AATGTGAAGAGTCCAGTGG-3' 5'-CGTCCTCAGGTGATGATG-3'

218 7 1

1.19848 0.07995 0.01837 0.9995

Grmzm2g106980

5'-GCATACAAGAGCAACAAGATAC-3' 5'-AAGAGTGTGGCGAGTAGT-3'

0 166 358

0.00023 0.68745 1.75852 0.993

Grmzm2g034828

5'-TGCCTCCACACGGTTATCAC-3' 5'-GATGCTCATTCTTGCCTTGTTGT-3'

485 56 0

1.19848 0.07586 0.01985 0.996

Grmzm2g080588 

5'-GGGACATTAAACCAGAGAATC-3' 5'-GAACTCATAGCACAGAACAC-3'

351 16 0

1.19848 0.17478 0.13669 0.9999

Grmzm2g159547 

5'-GTGCGAGTTTGTATGAAT-3' 5'-AACTACACCTCTGAACTG-3'

36 0 0

1.14088 0.61555

0

0.7095

Grmzm2g078441

5'-ATCCAGAGCTACCCCAACGC-3' 5'-CTTGGGCTTCGAGGGGTCAT-3'

4456 12331 7857

0.80477 1.31593 1.64051 0.2942

Reference Genes

Accession number

Gene 

description

grmzm2g343543_T01

5'-GCCCGTTATGATGAGATT-3' 5'-AGAGATGGGAACAAAGTG-3'

NM_001159196 ef-1a

grmzm2g834758

5'-AATTGCGTTGTTACTTAATGTGTA-3'5'-CCTCCGACTTGGACTTGT-3'

AJ131373

Hmg-a

grmzm2g102471_T01 5'-GCTTGCTGACTACAACATC-3' 5'-CCTTGTCCTGGATCTTGG-3'

NM_001154750

Ubiquitin

RPKM qRT--PCR
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		Gene ID		Forward Primer		Reverse Primer		RPKM						qRT--PCR						R2

								S15		S21		S27		S15		S21		S27

		Grmzm2g032905		5'-TCCAATAATTCGTAACCAT-3'		5'-CACTCACAGATAGTAACC-3'		10		0		0		0		0		0

		Grmzm2g146283		5'-GATGCTGAGAGGAGGGATT-3'		5'-CCATTGTTGCCACCACTC-3'		0		0		31		0.34801		0.06485		1.08494		0.9277

		Grmzm2g123896 		5'-GATGGATGGACAGTGAAG-3'		5'-AGCAGAACAAGAACAACA-3'		3		62		74		0.10724		1.01321		1.08494		0.9914

		Grmzm2g036448		5'-CTTCACCTTCCACTTCAA-3'		5'-AATGGGGTAAAAGCAAAAG-3'		1		16		18		0.24669		1.12102		1.08494		0.9793

		Grmzm2g067919		5'-GCGAGTTCCAGTTCTTCTT-3'		5'-TCTTGTACGCAGCTCTCT-3'		62		2481		1118		0.09528		1.40596		0.9019		0.9528

		Grmzm2g057690		5'-AATGTGAAGAGTCCAGTGG-3'		5'-CGTCCTCAGGTGATGATG-3'		218		7		1		1.19848		0.07995		0.01837		0.9995

		Grmzm2g106980		5'-GCATACAAGAGCAACAAGATAC-3'		5'-AAGAGTGTGGCGAGTAGT-3'		0		166		358		0.00023		0.68745		1.75852		0.993

		Grmzm2g034828		5'-TGCCTCCACACGGTTATCAC-3'		5'-GATGCTCATTCTTGCCTTGTTGT-3'		485		56		0		1.19848		0.07586		0.01985		0.996

		Grmzm2g080588 		5'-GGGACATTAAACCAGAGAATC-3'		5'-GAACTCATAGCACAGAACAC-3'		351		16		0		1.19848		0.17478		0.13669		0.9999

		Grmzm2g159547 		5'-GTGCGAGTTTGTATGAAT-3'		5'-AACTACACCTCTGAACTG-3'		36		0		0		1.14088		0.61555		0		0.7095

		Grmzm2g078441		5'-ATCCAGAGCTACCCCAACGC-3'		5'-CTTGGGCTTCGAGGGGTCAT-3'		4456		12331		7857		0.80477		1.31593		1.64051		0.2942



		Reference Genes						Accession number		Gene description

		grmzm2g343543_T01		5'-GCCCGTTATGATGAGATT-3'		5'-AGAGATGGGAACAAAGTG-3'		NM_001159196		ef-1a

		grmzm2g834758		5'-AATTGCGTTGTTACTTAATGTGTA-3'		5'-CCTCCGACTTGGACTTGT-3'		AJ131373		Hmg-a

		grmzm2g102471_T01		5'-GCTTGCTGACTACAACATC-3'		5'-CCTTGTCCTGGATCTTGG-3'		NM_001154750		Ubiquitin
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Gene ID


Forward Primer


Reverse Primer


Grmzm2g032905


5'-TCCAATAATTCGTAACCAT-3'


5'-CACTCACAGATAGTAACC-3'


Grmzm2g146283


5'-GATGCTGAGAGGAGGGATT-3'


5'-CCATTGTTGCCACCACTC-3'


Grmzm2g123896 


5'-GATGGATGGACAGTGAAG-3'


5'-AGCAGAACAAGAACAACA-3'


Grmzm2g036448


5'-CTTCACCTTCCACTTCAA-3'


5'-AATGGGGTAAAAGCAAAAG-3'


Grmzm2g067919


5'-GCGAGTTCCAGTTCTTCTT-3'


5'-TCTTGTACGCAGCTCTCT-3'


Grmzm2g057690


5'-AATGTGAAGAGTCCAGTGG-3'


5'-CGTCCTCAGGTGATGATG-3'


Grmzm2g106980


5'-GCATACAAGAGCAACAAGATAC-3'


5'-AAGAGTGTGGCGAGTAGT-3'


Grmzm2g034828


5'-TGCCTCCACACGGTTATCAC-3'


5'-GATGCTCATTCTTGCCTTGTTGT-3'


Grmzm2g080588 


5'-GGGACATTAAACCAGAGAATC-3'


5'-GAACTCATAGCACAGAACAC-3'


Grmzm2g159547 


5'-GTGCGAGTTTGTATGAAT-3'


5'-AACTACACCTCTGAACTG-3'


Grmzm2g078441


5'-ATCCAGAGCTACCCCAACGC-3'


5'-CTTGGGCTTCGAGGGGTCAT-3'



