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GO ID Description GO ID Description GO ID Description

GO:0000786 nucleosome GO:0000786 nucleosome GO:0045735 nutrient reservoir activity

GO:0001659 temperature homeostasis

GO:0003677 DNA binding GO:0003677 DNA binding

GO:0005198 structural molecule activity

GO:0005199 structural constituent of cell wall

GO:0003723 RNA binding

GO:0003774 motor activity

GO:0003777 microtubule motor activity

GO:0003824 catalytic activity

GO:0005634 nucleus GO:0005634 nucleus

GO:0005875 microtubule associated complex

GO:0006260 DNA replication

GO:0006270 DNA-dependent DNA replication initiation

GO:0006325 chromatin organization GO:0006325 chromatin organization

GO:0006334 nucleosome assembly GO:0006334 nucleosome assembly

GO:0006631 fatty acid metabolic process

GO:0006633 fatty acid biosynthetic process GO:0006950 response to stress

GO:0006996 organelle organization GO:0006996 organelle organization

GO:0007017 microtubule-based process

GO:0007018 microtubule-based movement

GO:0008150 biological_process GO:0008150 biological_process

GO:0008610 lipid biosynthetic process GO:0008898 homocysteine S-methyltransferase activity

GO:0016043 cellular component organization GO:0009266 response to temperature stimulus

GO:0019219 regulation of nucleobase, nucleoside, nucleotide and nucleic acid metabolic processGO:0009409 response to cold

GO:0022607 cellular component assembly GO:0009628 response to abiotic stimulus

GO:0031323 regulation of cellular metabolic process GO:0016043 cellular component organization

GO:0032501 multicellular organismal process GO:0022607 cellular component assembly

GO:0032993 protein-DNA complex GO:0032501 multicellular organismal process

GO:0034621 cellular macromolecular complex subunit organization GO:0032993 protein-DNA complex

GO:0034622 cellular macromolecular complex assembly GO:0034621 cellular macromolecular complex subunit organization

GO:0034728 nucleosome organization GO:0034622 cellular macromolecular complex assembly

GO:0043227 membrane-bounded organelle GO:0034660 ncRNA metabolic process

GO:0043231 intracellular membrane-bounded organelle GO:0034728 nucleosome organization

GO:0043933 macromolecular complex subunit organization GO:0042309 homoiothermy

GO:0044422 organelle part GO:0042592 homeostatic process

GO:0044427 chromosomal part GO:0043226 organelle

GO:0044430 cytoskeletal part GO:0043227 membrane-bounded organelle

GO:0044446 intracellular organelle part GO:0043229 intracellular organelle

GO:0050896 response to stimulus GO:0043231 intracellular membrane-bounded organelle

GO:0051171 regulation of nitrogen compound metabolic process GO:0043933 macromolecular complex subunit organization

GO:0051276 chromosome organization GO:0044422 organelle part

GO:0065003 macromolecular complex assembly GO:0044427 chromosomal part

GO:0065004 protein-DNA complex assembly GO:0044446 intracellular organelle part

GO:0065007 biological regulation GO:0048871 multicellular organismal homeostasis

GO:0071824 protein-DNA complex subunit organization GO:0050824 water binding

GO:0071840 cellular component organization or biogenesis GO:0050825 ice binding

GO:0071841 cellular component organization or biogenesis at cellular level GO:0050826 response to freezing

GO:0071842 cellular component organization at cellular level GO:0050896 response to stimulus

GO:0071844 cellular component assembly at cellular level GO:0051259 protein oligomerization

GO:0080090 regulation of primary metabolic process GO:0051260 protein homooligomerization

GO:0051276 chromosome organization

GO:0065003 macromolecular complex assembly

GO:0065004 protein-DNA complex assembly

GO:0065007 biological regulation

GO:0065008 regulation of biological quality

GO:0071824 protein-DNA complex subunit organization

GO:0071840 cellular component organization or biogenesis

GO:0071841 cellular component organization or biogenesis at cellular level

GO:0071842 cellular component organization at cellular level

GO:0071844 cellular component assembly at cellular level
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