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	target
	Forward primer (5´-3´)
	Reverse primer (5´-3´)

	MtEf1
	GACAAGCGTGTGATTGAGAG
	TTTCATCATACCTGCTCTTGGA

	MtErf1
	TGGCACAGAAACAAGTTGGA
	CTCTGTACTCAATTGCAGCT

	MtErf1pro
	CACCAAATGCAAATGACAACGA
	TTTGTTCCTAATTCTTCTCTACTTAG

	dsRED
	CCAAGAACGTCATCAAGGAG
	CCCTTGGTCACCTTCAG

	MtPt4
	CAAGAAAGATTAGACGCGCAA
	GTTTCCGTCACCAAGAACGTG

	RiEf
	TGTTGCTTTCGTCCCAAT
	GGTTTATCGGTAGGTCGA

	mature amiRdsred
	ATCCGTACGTAGTAGTAGCC
	CCAGTGCAGGGTCCGAGGT

	nptII
	CGCCAGCCGAACTGTTCG
	CGATACCGTAAAGCACGAGGAAGC



amiR-dsRed stem-loop RT primer: GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACCTGCCC

[bookmark: _GoBack]The following primers are used for amiR construction:

Primer A	CTGCAAGGCGATTAAGTTGGGTAAC
Primer B	GCGGATAACAATTTCACACAG

amiR-dsred: UACGUAGUAGUAGCCGGGCAG
amiR-dsRed overlapping PCR:
primer I: 		GTTACGTAGTAGTAGCCGGGCAGAAATTGGACACGCGTCT
primer II: 	TTCTGCCCGGCTACTACTACGTAACAAAAAGATCAAGGC
primer III: 	TTCTGCCCGGCTTGTACTACGTCTCTAAAAGGAGGTGATA
primer IV: 	GAGACGTAGTACAAGCCGGGCAGAATTAGGTTACTAGT


amiR-MtErf1: UCUUGUGUACUAUAGGUUCGA
amiR-MtErf1 overlapping PCR:
primer I: 		GTTCTTGTGTACTATAGGTTCGAAAATTGGACACGCGTCT
primer II: 	TTTCGAACCTATAGTACACAAGAACAAAAAGATCAAGGC
primer III: 	TTTCGAACCTATCTTACACAAGCTCTAAAAGGAGGTGATAG
primer IV: 	GAGCTTGTGTAAGATAGGTTCGAAATTAGGTTACTAGT



