
Supplementary Table 1. Annotation of 35 conserved ortholog (COSII) genes with known function identified in the American cranberry 


(Vaccinium macrocarpon) transcriptome.








[image: image1.png]Seqiame Hit-Desc GO-Growp_[GOID Term
leran-cosI_t cofactor assembly of complex © B GO:0006364  [rRMNA processing

loran-COS11_2 £-box lir-repeat protein 17-like B GO:0048316__[seed development

loran-COSI1_3 vacuolar protein sorting-associated protein 8 homolog c GO:0005622_intracellular

loran-COSI1_4 retinoblastoma-binding protein 5-ike c GO:0005834 __|heterotrimeric G-protein complex
leran-COSIL_S probable zinc protease pagl-like F GO:0004222  [metalloendopeptidase activity
loran-COSI1_6 [PREDICTED: uncharacterized protein LOC101209456 c GO:0005739 _|mitochondrion

loran-COS11_7 protein chloroplasticlike B GO:0016226 __iron-sulfur cluster assembly

loran-COSI1_3 5 -adenine-specific dnamethyliransferase 2-ike F GO:0003676__[nucleic acid binding

loran-COSI1_9 chlorophyllase- chloroplastic-ike B GO:0015996 _[chlorophyll catabolic process
feran-COS11_0 histidine--tmaligaseike c GO:0005737  [eytoplasm

loran-COSII_11 serine threonine-protein kinase chloroplastic-ike B GO:0006468 __[protein phosphorylation

loran-COSII_12 ferredogin-thioredoxin reductase catalytic chloroplastic F GO:0008937 __|Femedoxin-NAD() reductase activity
loran-COSII_13 dolichol-phosphate mannosyltranserase-like B GO:0030244 _cellulose biosynthetic process
leran-cOSIL_14 cleavage stimulation factor subunit 3-like B GO:0006397  [mRNA processing

loran-COSII_15 nucleolar protein 6-like B GO:0009220 __[pyrimidine sibonucleotide biosynthetic process
loran-COSII_16 cp-1 cpn60 chaperonin family protein B GO:0006094 _[gluconeogenesis

loran-COSII_17 mitochondrial substrate carrier family protein s-ike B GO:0015837 __[amine transport

leran-COSII_15 protein c GO:0016020 |membrane

feran-COs11_19 culcary ofic translation initiation factor 3 subunit e-like c GO:0005852 [eukaryotic translation initiation factor 3 complex
loran-CO811_20 dead-box atp-dependent mahelicase 16-ike F GO:0003676__[nucleic acid binding

loran-COSI1_21 lecithin-cholesterol acyltransferase-ike 1-ike B GO:0006629_|lipid metabolic process

loran-CO811_22 vacuolar protein sorting-associated protein B GO:0008104 __[protein localization

leran-cos11_23 ubiquitin thioesterase otubain-ike F GO:0008242  [omega peptidase activity

loran-CO811_24 thump domain-containing protein B GO:0000085 | G2 phase of mitotic cell eycle
loran-CO811_25 uncharacterized loc 101221290 c GO:0005794 | Golgi apparatus

loran-COS11_26 cytokinin riboside 5 -monophosphate phosphoribohydrolase logl10-like F GO:0016829 _lyase activity

loran-CO811_27 b4 h2a histone acetyliransferase complex B GO:0006355 __|regulation of transcription, DNA-dependent
leran-cOs11_28 rossmann-fold nad -binding domain-containing protein B GO:0019684  [photosynthesis, light reaction
loran-CO811_29 btb poz domain-containing protein aidg08455-ike F GO:0005515__[protein binding

loran-COSI1_30 7-by droxymethyl chlorophyll a chloroplastic-like B GO:0033354__[chlorophyll cycle

loran-COSII_31 mannosyl-oligosaccharide -alpha-mannosidase mns3-ike c GO:0005794 | Golgi apparatus

leran-cos11_32 uncharacterized 1oc 101206076 c GO:0005886  [plasmamembrane

loran-CO811_33 bifunctional 3-dehydroquinate dehy dratase shikimate chloroplastic-like F GO:0050661 [ NADP binding

leran-COSI1_34 nadh dehydrogenase c GO:0005739 _[mitochondrion

leran-COSI1_35 neet group protein B GO:0006098 __[pentose-phosphate shunt




