
 
4-67              1  AUCGUGCCAAGCUUUGUGCUUU   22   
                      |||||||||||| |||||    
ppt-miR536        1  UUCGUGCCAAGCUGUGUGCAAC   22   
------------------------------------------------ 
2-15              1  UGACAACGAGAGAGAGUACGCU   22   
                     |||||||||||||||| |||| 
ppt-miR535a       1  UGACAACGAGAGAGAGCACGC    21   
------------------------------------------------ 
3-40              1  UGACAGAAGAGAGUGAGCACAU   22   
                      |||||||||||||||||||| 
ath-miR156g       1  CGACAGAAGAGAGUGAGCACA    21   
------------------------------------------------ 
3-54              1  CUUGGACUGAAGGGAGCUUUUUUU 24   
                     |||||||||||||||||| 
ppt-miR319c       1  CUUGGACUGAAGGGAGCUCCC    21 
------------------------------------------------ 
4-72              1  UUGAGCCGCGCCAAUAUCACA    21  
                     |||||||| |||||||||||| 
zma-miR171f       1  UUGAGCCGUGCCAAUAUCACA    21 
------------------------------------------------ 
3-79            21  UCUGUCUGGCUCCCUGGAUGA     1 
                      || ||||||||||||||| 
ptc-miR160g       1   UGCCUGGCUCCCUGGAUGCCA   21  
------------------------------------------------ 
3-44          24  UUCCUCUCCCACAAAGGCUUCCGA    1   
                      |||||| || |||||||| | 
ptc-miR477a       1  AUCUCCCUCAGAGGCUUCCAA    21  
------------------------------------------------ 


