
L.digit 1 MSPQTETKTSVGFKAGVRDYRLTYYTPDYKTKETDILAAFRMTPQLGVPPEEAGAAVAAE
B.trilo 1 MSPQTETKTGVGFKAGVKDYRLTYYTPEYETKETDILAAFRMTPQPGVPPEEAGAAVAAE
S.palus 1 ---------GSGFKAGVKDYRLTYYTPEYAVKDTDILAAFRMTPQPGVPPEEAGAAVAAE
A.formo 1 MSPQTETKAGVGFKAGVKDYRLTYYTPDYETKDTDILAAFRMTPQPGVPPEEAGAAVAAE
O.cinna 1 ---------GIGFKAGVKDYRLTYYTPDYETKDTDILAAFRMTPQPGVPAEEAGAAVAAE
C.rei(3D) 1 ----------AGFKAGVKDYRLTYYTPDYVVRDTDILAAFRMTPQPGVPPEECGAAVAAE

L.digit   60 SSTGTWTTVWTDGLTSLDRYKGRCYEIEPVAGEKNQYIAYVAYPLDLFEEGSVTNLFTSI
B.trilo   61 SSTGTWTTVWTDGLTSLDRYKGRCYDIEPVAGEENQYIAYVAYPLDLFEEGSVTNLFTSI
S.palus   52 SSTGTWTTVWTDGLTSLDRYKGRCYDIEPVAGEENQYIAYVAYPLDLFEEGSVTNLFTSI
A.formo   57 SSTGTWTTVWTDGLTSLDRYKGRCYDIEPVAGEENQYIAYVAYPLDLFEEGSVTNMFTSI
O.cinna   51 SSTGTWTTVWTDGLTSLDRYKGRCYDIEPVAGEENQYIAYVAYPLDLFEEGSVTNMFTSI
C.rei(3D)  51 SSTGTWTTVWTDGLTSLDRYKGRCYDIEPVPGEDNQYIAYVAYPIDLFEEGSVTNMFTSI

L.digit  120 VGNVFGFKALRALRLEDLRIPPAYSKTFMGPPHGIQVERDKLNKYGRPLLGCTIKPKLGL
B.trilo  120 VGNVFGFKALRALRLEDLRIPPSYVKTFQGPPHGIQVERDKLNKYGRPLLGCTIKPKLGL
S.palus  111 VGNVFGFKALRALRLEDLRIPPSYTKTFQGPPHGIQVERDKLNKYGRPLLGCTIKPKLGL
A.formo  115 VGNVFGFKALRALRLEDLRIPPAYSKTFQGPPHGIQVERDKLNKYGRPLLGCTIKPKLGL
O.cinna  111 VGNVFGFKALRALRLEDLRIPPAYSKTFIGPPHGIQVERDKLNKYGRPLLGCTIKPKLGL
C.rei(3D) 111 VGNVFGFKALRALRLEDLRIPPAYVKTFVGPPHGIQVERDKLNKYGRGLLGCTIKPKLGL

L.digit  180 SAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFVAEALYKAQAETGEIKGHYL
B.trilo  179 SAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFVAEALFKSQAETGEIKGHYL
S.palus  171 SAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFVAEAIYKSQAETGEIKGHYL
A.formo  172 SAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFVAEAIFKSQAETGEIKGHYL
O.cinna  169 SAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFVAEALFKAQAETGEIKGHYL
C.rei(3D) 171 SAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFVTEAIYKAQAETGEVKGHYL

L.digit  240 NATAGTYEEMLKRAHCAKELGVPIVMHDYLTGGFTANTSLAHYCRDNGLLLHIHRAMHAV
B.trilo  239 NATAGTSEEMMKRAACARELGVPIVMHDYLTGGFTANTSLAHYCRDNGLLLHIHRAMHAV
S.palus  231 NATAGTCEEMMKRAAFARELGAPIIMHDYLTGGFTANTTLAHYCRDNGLLLHIHRAMHAV
A.formo  231 NATAGTCEEMMKRAHFARELGMPIVMHDYLTGGFTANTTLARYCRDNGLLLHIHRAMHAV
O.cinna  228 NATAGTCEEMMKRAVFARELGAPIVMHDYLTGGFTANTSLAFYCRDNGLLLHIHRAMHAV
C.rei(3D) 231 NATAGTCEEMMKRAVCAKELGVPIIMHDYLTGGFTANTSLAIYCRDNGLFLHIHRAMHAV

L.digit  299 IDRQKNHGIHFRVLAKALRMSGGDHIHSGTVVGKLEGERQITLGFVDLLRDDYIEKDRSR
B.trilo  298 IDRQKNHGMHFRVLAKALRLSGGDHIHAGTVVGKLEGERDVTLGFVDLLRDDYIEKDRSR
S.palus  291 IDRQKIHGMHFRVLAKALRLSGGDHIHAGTVVGKLEGERQVTLGFVDLLRDDYIEKDRSR
A.formo  290 IDRQRNHGIHFRVLAKALRMSGGDHIHSGTVVGKLEGEREVTLGFVDLLRDDYIEKDRSR
O.cinna  286 IDRQRNHGIHFRVLAKALRMSGGDHIHSGTVVGKLEGEREVTLGFVDLLRDDYIEKDRSR
C.rei(3D) 291 IDRQRNHGIHFRVLAKALRMSGGDHLHSGTVVGKLEGEREVTLGFVDLMRDDYVEKDRSR

L.digit  359 GIYFTQDWVSMPGVLPVASGGIHVWHMPALTEIFGDDSVLQFGGGTLGHPWGNAPGAVAN
B.trilo  357 GVYFTQDWVSLPGVLPVASGGIHVWHMPALTEIFGDDSVLQFGGGTLGHPWGNAPGAVAN
S.palus  351 GIYFTQDWVSLPGVLPVASGGIHVWHMPALTEIFGDDSVLQFGGGTLGHPWGNAPGAVAN
A.formo  343 GIYFTQDWVSMPGVLPVASGGIHVWHMPALTEIFGDDSVLQFGGGTLGHPWGNAPGAVAN
O.cinna  346 GIYFTQDWVSMPGVFPVASGGIHVWHMPALTEIFGDDSVLQFGGGTLGHPWGNAPGAVAN
C.rei(3D) 351 GIYFTQDWCSMPGVMPVASGGIHVWHMPALVEIFGDDACLQFGGGTLGHPWGNAPGAAAN

L.digit  417 RVALEACVQARNEGRDLAREGNEIIREACKWSAELAAACEVWKEIKFEFEAVDTL
B.trilo  417 RVASEACVQARNEGRDLAREGNEIIREAAKWSPDLAAACEVWKEIKFEYETMNTL
S.palus  411 RVALEACVQARNEGRDLARQGNDIIREAAKWSPELAAACEVWKEIKFEFDTIDTV
A.formo  402 RVALEACVQARNEGRDLAREGNDIIREASKWSPELAAACEVWKEIKFVFETIDTL
O.cinna  406 RVALEACVQARNEGRDLARQGNEIIREAAKWSP----------------------
C.rei(3D) 411 RVALEACTQARNEGRDLAREGGDVIRSACKWSPELAAACEVWKEIKFEFDTIDKL
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