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AtSerpin1xx-------------------------------------------------------------MDVRESISLQNQVSMNLAKHVITT-VSQNSNVIFSPASI 
At1g62170xxMEPKEKKQKLDTSEVASPSLSKTHLKKKKTKKQKIRKSQEITSPSLSKNTDLVIASPSLSNIDVGEAMKKQNDVAIFLTGIVISS-VAKNSNFVFSPASI 
AtSRP3xxxxx-------------------------------------------------------------MDVREAMKNQTHVAMILSGHVLSS-APKDSNVIFSPASI 
AtSRP2xxxxx---------------------------------MDSKRKNQELSTSETADPSLSKTNKKQKIDMQEAMKNQNEVSLLLVGKVISA-VAKNSNCVFSPASI 
At2g26390xx-------------------------------------------------------------MELGKSIENQNNVVARLAKKVIETDVANGSNVVFSPMSI 
At3g45220xx-------------------------------------------------------------MELGKSMENQTDVMVLLAKHVIPT-VANGSNLVFSPMSI 
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AtSerpin1xxNVVLSIIAAGSAG----ATKDQILSFLKFSSTDQLNSFSSEIVSAVLADGSANGGPKLSVANGAWIDKSLSFKPSFKQLLEDSYKAASNQADFQSKAVEV 
At1g62170xxNAALTMVAASSGGEQGEELRSFILSFLKSSSTDELNAIFREIASVVLVDGSKKGGPKIAVVNGMWMDQSLSVNPLSKDLFKNFFSAAFAQVDFRSKAEEV 
AtSRP3xxxxxNSAITMHAAGPGG---DLVSGQILSFLRSSSIDELKTVFRELASVVYADRSATGGPKITAANGLWIDKSLPTDPKFKDLFENFFKAVYVPVDFRSEAEEV 
AtSRP2xxxxxNAVLTVTAANTDN---KTLRSFILSFLKSSSTEETNAIFHELASVVFKDGSETGGPKIAAVNGVWMEQSLSCNPDWEDLFLNFFKASFAKVDFRHKAEEV 
At2g26390xxNVLLSLIAAGSNP----VTKEEILSFLMSPSTDHLNAVLAKIA----DGGTERSDLCLSTAHGVWIDKSSYLKPSFKELLENSYKASCSQVDFATKPVEV 
At3g45220xxNVLLCLIAAGSNC----VTKEQILSFIMLPSSDYLNAVLAKTVSVALNDGMERSDLHLSTAYGVWIDKSLSFKPSFKDLLENSYNATCNQVDFATKPAEV 
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AtSerpin1xxIAEVNSWAEKETNGLITEVLPEGSADS-----MTKLIFANALYFKGTWNEKFDESLTQEGEFHLLDGNKVTAPFMTSKKKQYVSAYDGFKVLGLPYLQGQ 
At1g62170xxRTEVNAWASSHTNGLIKDLLPRGSVTS-----LTDRVYGSALYFKGTWEEKYSKSMTKCKPFYLLNGTSVSVPFMSSFEKQYIAAYDGFKVLRLPYRQGR 
AtSRP3xxxxxRKEVNSWVEHHTNNLIKDLLPDGSVTS-----LTNKIYANALSFKGAWKRPFEKYYTRDNDFYLVNGTSVSVPFMSSYENQYVRAYDGFKVLRLPYQRGS 
AtSRP2xxxxxRLDVNTWASRHTNDLIKEILPRGSVTS-----LTNWIYGNALYFKGAWEKAFDKSMTRDKPFHLLNGKSVSVPFMRSYEKQFIEAYDGFKVLRLPYRQGR 
At2g26390xxIDEVNIWADVHTNGLIKQILSRDCTDTIKEIRNSTLILANAVYFKAAWSRKFDAKLTKDNDFHLLDGNTVKVPFMMSYKDQYLRGYDGFQVLRLPYVE-- 
At3g45220xxINEVNAWAEVHTNGLIKEILSDDSIKT---IRESMLILANAVYFKGAWSKKFDAKLTKSYDFHLLDGTMVKVPFMTNYKKQYLEYYDGFKVLRLPYVE— 
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AtSerpin1xx–-DKRQFSMYFYLPDANNGLSDLLDKIVSTPGFLDNHIPRRQVKVREFKIPKFKFSFGFDASNVLKGLGLTSPFSGEEGLTEMVESPEMGKNLC------ 
At1g62170xxDNTNRNFAMYIYLPDKKGELDDLLERMTSTPGFLDSHNPERRVKVGKFRIPKFKIEFGFEASSAFSDFELD----------------------------- 
AtSRP3xxxxxDDTNRKFSMYFYLPDKKDGLDDLLEKMASTPGFLDSHIPTYRDELEKFRIPKFKIEFGFSVTSVLDRLGLRS---------------------------- 
AtSRP2xxxxxDDTNREFSMYLYLPDKKGELDNLLERITSNPGFLDSHIPEYRVDVGDFRIPKFKIEFGFEASSVFNDFELN----------------------------- 
At2g26390xx–-DKRHFSMYIYLPNDKDGLAALLEKISTEPGFLDSHIPLHRTPVDALRIPKLNFSFEFKASEVLKDMGLTSPFTSKGNLTEMVDSPSN------GDKLH 
At3g45220xx--DQRQFAMYIYLPNDRDGLPTLLEEISSKPRFLDNHIPRQRILTEAFKIPKFKFSFEFKASDVLKEMGLTLPFTH-GSLTEMVESPSIPENLCVAENLF 
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AtSerpin1xxVSNIFHKACIEVNEEGTEAAAASAGVIKLRxGLLMEEDE--IDFVADHPFLLVVTENITGVVLFIGQVVDP-LH----------- 
At1g62170xx–VSFYQKTLIEIDEKGTEAVTFTAFRSAYLxGCALVKP---IDFVADHPFLFLIREEQTGTVLFAGQIFDPSA------------ 
AtSRP3xxxxx-MSMYHKACVEIDEEGAEAAAATADGDCGCxSLDFVEPPKKIDFVADHPFLFLIREEKTGTVLFVGQIFDPSGPCSGSNSDSDDY 
AtSRP2xxxxx-VSLHQKALIEIDEEGTEAAAATTVVVVTGxSCLW-EPKKKIDFVADHPFLFLIREDKTGTLLFAGQIFDPSELSSALDRA---- 
At2g26390xxVSSIIHKACIEVDEEGTEAAAVSVAIMMPQxCLMRNP-----DFVADHPFLFTVREDNSGVILFIGQVLDPSKH----------- 
At3g45220xxVSNVFHKACIEVDEEGTEAAAVSVASMTKDxMLLMG------DFVADHPFLFTVREEKSGVILFMGQVLDPSIH----------- 
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