NBS ID 
BLASTP
 
NBS motif structurea

	LpHvESTClone4.3 
	3e-170 
	21 

43 

16 



8 



22 



49 



17 



10 



14 



2 



4 

39 

15 

31 





	LpESTe11-14rg.2 
	4.6e-161 
	21 

43 

16 



8 



22 



49 



17 



10 



14 



2 



4 

39 

15 

31 





	AsPcaClone1 
	2.5e-136 
	

30 



9 

5 



18 



11 

6 



47 



7 



29 

1 



28 



9 

5 



18 



11 

6 



47 



7 



29 





	LpPcaClone4.1 
	3.5e-129 
	30 



9 

5 



18 



11 

6 



47 



7 



29 

1 



28 





	LpPcaclone1 
	1.2e-104 
	30 



9 

5 



18 



11 

6 



47 



7 



29 





	LpRG2NBS 
	3e-102 
	27 



42 



40 



12 



15 



22 



35 





	Lpd02_gp08.1 
	2.8e-100 
	

3 

42 



40 



12 



36 



33 



35 





	LpESTa10_13rg.2
	2.5e-92 
	

20 



24 



33 



35 



25 



48 



29 

45 



28 





	LpESTe11-14rg.3
	2.9e-81 
	

37 



26 



13 



8 

19 



20 



36 





	LpRGcontig1 
	1.6e-76 
	27 



23 



12 



36 



33 



34 

17 





	LpPcaClone3.1 
	3.9e-75 
	

18 



11 



25 



7 



29 

1 



28 





	LpNBS-LRR4 
	4e-74 
	

50 



26 

44 



34 



31 



32 



16 



41 



	LpNBSC2 
	4.2e-72 
	27 



23 



20 



24 



46 



38 





	Lpa11_gp09
	7.8e-69 
	

27 



23 



12 



36 



33 



34 

17 





	LpESTa03_10rg.2 
	6.9e-67 
	

37 



41 

26 



13 



3 



19 





	LpNBSC8 
	4.1e-66 
	27 



23 



20 



24 



46 



38 



17 





	LpRGcontig3 
	2.7e-54 
	27 



19 



12 



36 



49 



33 



17 





	LpNBSC10
	1.5e-51 
	

13 



23 



20 



24 



33 



17 





	LpHvESTClone1.1 
	9.2e-43 
	

3 



19 



32 



12 





	LpNBSC6 
	3.9e-39 
	

20 



24 



46 



38 



17 



29 

45 



28 





	LpESTh05_28rg.1
	1.3e-32 
	

25 



48 



29 

45 



31 



49 





	Lpd07_gp09
	1.4e-20 
	

27 



23 



18 



12 



36 



17 






Amino acid residues
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