Additional file 3: Clinical reading: final multivariable regression model for the likelihood ratios

	
	Ln(post odds)
	Ln(prior odds)
	Ln(LR)

	Variables
	Regression coefficients

(95% CI)
	P value
	Regression coefficients

(95% CI)
	P value
	Computed coefficients†

(95% CI)
	P value

	Intercept
	-4.26
	(-4.75 to -3.78)
	<0.001
	-3.92
	(-4.27 to -3.58)
	<0.001
	-0.34
	(-0.71 to 0.03)
	0.071

	HPV test (positive)
	1.03
	(0.35 to 1.71)
	0.003
	2.49
	(2.15 to 2.83)
	<0.001
	-1.46
	(-2.08 to -0.84)
	<0.001

	Study setting (referral clinic)
	2.29
	(1.64 to 2.94)
	<0.001
	3.03
	(2.68 to 3.37)
	<0.001
	-0.73
	(-1.32 to -0.14)
	0.015

	Diagnostic test  (positive)
	2.39
	(1.64 to 3.13)
	<0.001
	
	
	
	2.39
	(1.59 to 3.18)
	<0.001

	Interaction between diagnostic test and HPV 
	1.12
	(0.27 to 1.97)
	0.01
	
	
	
	1.12
	(0.25 to 1.96)
	0.011

	Interaction between diagnostic test and study setting 
	-0.46
	(-1.29 to 0.37)
	0.28
	
	
	
	-0.46
	(-1.33 to 0.41)
	0.30


HPV: human papillomavirus, LR: likelihood ratio

† Coefficients of the ln(LR) model were calculated by subtracting the coefficients of the prior odds regression model from the coefficients of the posterior odds regression model (see Appendix 1).

Likelihood ratios are calculated from these coefficients (see Appendix 1). For example, in the group of women referred for colposcopy (
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) is equal to exp[-0.34-1.46*1-0.73*1+2.39*1+1.12*1-0.46*1]=1.68 if the HPV test is positive (
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), whereas it is equal to exp[-0.34-1.46*0-0.73*1+2.39*1+1.12*0-0.46*1]=2.36  if the HPV test is negative (
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