Figure S2 Identification of Prx II by MALDI-TOF MS/MS. (A) shows the MALDI-TOF MS map of Prx II, in which peptide peaks for further MS/MS identification are labeled out with mass value. (B), (C) and (D) show the tandem MS/MS spectra of peptide m/z 1211.71, 1735.02 and 1864.11, respectively. (E) shows the amino acid sequences of Prx II, in which matched peptide sequences are underlined.
[image: image1.png]1007 pesom A 2500
%0
80
70
60
50
20
s
30
e
20 707745
10 m!ﬂls 6
o -
6990 12616 18242 23868 20494 35120
Mass (miz)
100 we ¢ 700
MSIMS Precursor 1735.02
%0 EGGLGPLNIPLLADVTR
80
70
2 60
i
2
g 50
£
s 40
30
20
10

0
690 4214

14786 18310

7738 11262
Mass (miz)

1

% Intensity
8 &5 g8 3

% Intensity
8 &5 g8 8

00

@
8

3

3

54142505

553

MS/MS Precursor 1211.71
QITVNDLPVGR

795
Mass (miz)

MS/MS Precursor 1864.11
KEGGLGPLNIPLLADVTR

Mass (miz)

1 MASGNARIGK PAPDFKATAV VDGAFKEVKL SDYKGKYVVL FFYPLDFTEFV CPTEITIAFSN RAEDFRKLGC EVLGVSVDSQ FTHLAWINTP RKEGGLGPLN
101 IPLLADVTRR LSEDYGVLKT DEGIAYRGLF IIDGKGVLRQ ITVNDLPVGR SVDEALRLVQ AFQYTDEHGE VCPAGWKPGS DTIKPNVDDS KEYFSKHN

1082

1037 1279

87
286




















