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Version 4.10.5

ProFound - Search Result Details The Rockefeller University Edition
Details for rank 1 candidate in search B921EA39-04DC-65889B1F

£i[22135646/gb|A AH28874.1| Diazepam binding inhibitor [Mus musculus]

£i18032247|gbJAALS56658.1| diazepam binding inhibitor [Mus musculus]

£i[398990|sp|P31786|ACBP_MOUSE Acyl-CoA-binding protein (ACBP) (Diazepam binding inhibitor) (DBI)
(Endozepine) (EP)

gi[50713/emb|CAA43673.1| diazepam-binding inhibitor [Mus musculus]

2i[6681137|ref[NP_031856.1| diazepam binding inhibitor; acyl-CoA binding protein; diazepam-binding inhibitor [Mus
musculus]

gi|280950|pir{|A60059 endozepine - mouse

£i[26388969|dbj|BAC25658.1| unnamed protein product [Mus musculus]
£i|12861350|dbj[BAB32175.1| unnamed protein product [Mus musculus]
£i[12858574|dbj|BAB31366.1| unnamed protein product [Mus musculus]
gi[12842845|dbj|BAB25755.1| unnamed protein product [Mus musculus]
gi|12842784|dbj|BAB25730.1| unnamed protein product [Mus musculus]

Sample ID :  [Pass:0]
Measured peptides 20
Matched peptides : 4

Min. sequence coverage: 48%

Measured Avg/ Computed Error Residues Missed

Mass (M) Mono  Mass (Da) Start To Cut Peptide sequence
1076.832 A 1076.220 0.612 56 63 1 WDSWNKLK

1912.342 A 1912.130 0.212 34 51 0  QATVGDVNTDRPGLLDLK
1986.122 A 1986.232 -0.110 18 33 0  TQPTDEEMLFIYSHFK
2003.112 A 2002.232 0.880 18 33 0  TQPTDEEMLFIYSHFK

(1) +0aM;
Unmatched Average Masses:

1792.630 1896.870 2384.940

Search again using unmatched masses:

single protein only 4 in All taxa
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ProFound - Search Result Summary The Rockefeller University Edition
Protein Candidates for search B6C5E888-0738-632¢98C3 [79362 sequences searched]
Rank Probability Est'd Z Protein Information and Sequence Analyse Tools (T) % pl kDa ®
1 6.36-001 046 T i[22135646|gb|AAH28874.1| Diazepam binding inhibitor [Mus 48 88 998 ®
’ ) musculus] -7 ’
2 5 46-002 . T gil6688698lemb|CAB65236.1] immunoglobulin heavy chain V- 27 81 13.04 ®
' D-J region [Mus musculus] T ' '
+3 4.8¢-002 - T gi|21594719|gblAAH31829.1] Aiml protein [Mus musculus] 19 56 3266 ®
4 2 36-002 . Tgil4539864|gb|AAD22227.1| immunoglobulin kappa light chain = 53 ¢ 1042 ®

variable region [Mus musculus]

5 2.36-002 T gil4539862|gblAAD22226.1| immunoglobulin kappa light chain 23 90 1049 ®

variable region [Mus musculus]

6 2.36-002 _ T gil12841961|dbjBAB25419.1| unnamed protein product [Mus 22 78 2835 ®
musculus]
7 2 0e-002 T gil32766264|gb|AAHS54840.1| 9530014D17Rik protein [Mus 18 50 2112 ®
musculus]
8 2.0e-002 _ T gil38073659ref]XP_357143.1| similar to 40S ribosomal protein 18 101 2721 ®
S11 [Mus musculus]
9 1.96-002 _ T gil21535780/emb|CAC82024.1| KCHIP2B protein [Mus 18 49 2887 ®
musculus]
+10  7.4e-003 _ T gil26347247|dbj|BAC37272.1| unnamed protein product [Mus 15 50 2536 ®
musculus]
NOTE:

1. To search again using unmatched masses, click the symbol ®.
2. Highly similar protein sequences were given the same rank (IE user: click "+" to expand/contract).

Input Summary
Date & Time Thu Feb 03 11:51:27 2005 UTC (Search Time: 0.77 sec.)
Sample ID
Database NCBInr (2005/01/01)
Taxonomy Category Mus musculus (house mouse)
Protein Mass Range 0 - 3000 kDa
Protein pI Range 0.0 -14.0
Search for Single protein only
Digest Chemistry Trypsin
Max Missed Cut 1
Modifications +O@M(Partial);
Charge State MH+

Peptide Masses 1077.840 1792.630 1896.870 1913.350 1987.130 2004.120 2384.940
(Da,Average)
Tolerance(AVG) 1.00 Da

Peptide Masses
(Da,Monoisotopic)

Tolerance(MON) 0.10 Da

Number of Peptides 7
This ProFound is made available to public through the courtesy of ProteoMetrics. [search + transmission time: >=0.80 sec]
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