S1 Q10 30

Proteins showing total separation
No proteins showed complete separation
Significant data (p<=0.05)

Significant Proteins (t-test; p<=0.05)

|| name | mz [ME7.avgINORM.avgl t | p |

3 C02400_9 2400 1.57 0.90 2.2 0.0429
28 C012246_ 12246 1.68 1.16 3.0 0.0079
29 C013037_ 13037 1.56 1.25 2.3 0.0391
41 C035510_ 35510 -0.28 0.13 -2.30.0342
45 C059642_ 59642 -1.55 -1.22 -2.4 0.0323

46 C064051_ 64051 -1.63 -1.32 -2.50.0242



Data for Significant proteins

|_|COGROUPICOGRP_NA| _COSpectr |C02400_91C012246_C013037 _|C035510_[C059642_|C064051
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Normal S1
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Normal S1
Normal S1
Normal S1
Normal S1

Q10 111004-E 1 2.53
Q10 111004-C 1 1.45
Q10 111004-C 2 1.55
Q10 111004-A1 1.71
Q10 111004-A 2 1.09
Q10 111004-B 1 1.24
Q10 111004-B 2 1.39
Q10 111004-H 1 0.50
Q10 111004-H 2 1.21
Q10 111004-A 1 2.22
Q10 111004-B1 2.14
Q10 111004-C11.81
Q10 111004-D 1 0.27
Q10 111004-E 1 -0.53
Q10 111004-E 2 0.59
Q10 111004-F 1 0.41
Q10 111004-F 2 1.48
Q10 111004-G 1 0.13
Q10 111004-G 2 0.53
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-0.4613
-0.0072
0.7601
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Boxplot of significant proteins
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Pairwise Scatterplots of Significant Proteins
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Cluster Analysis of samples (Euclidean distance)
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Plot of first three principal components
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Scatterplot of linear discriminant function (x-axis)
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Discriminant Function
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All data Boxplot of all proteins
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Cluster Analysis of samples (Euclidean distance)

Marmal =110
MET 5115

Moarmal =1 2
Marmal =112

MEF 5117

Mormal =1 &
MET =1 15

i Mormal 51 9

— — MET =114

MET 51 16

Mormal =1 7

_|: Mormal =1 11
Marmal 51 1

Mormal 51 3

Marmal =1 5

_| MET 51 13

Marmal =1 6
Marmal =1 4

12 10 8 B 4 2 0
Cluster Analysis of samples (Euclidean distance)



S1 Q10 60

Proteins showing total separation

No proteins showed complete separation
Significant data (p<=0.05)

Significant Proteins (t-test; p<=0.05)

I-Iﬂ

2C03243_33243 2.4 2.5 0.030
9 C012225_122251.2 15 -2.80.016

Data for Significant proteins

_

ME7 Sl B33451 1.37
10 O ME7 S1 B33452 2.1 1.29
110 ME7 S1 B33453 2.2 1.24
120 ME7 S1 B33454 2.4 0.93
130 ME7 S1 B33455 2.6 1.31
140 ME7 S1 B33456 2.5 1.21
11 Normal S1 B33445 2.0 1.48
21 Normal S1 B33446 1.9 1.64
31 Normal S1 B33447 2.1 1.77
4 1 Normal S1 B33447 2.4 1.25
51 Normal S1 B33448 2.4 1.34
6 1 Normal S1 B33449 2.1 1.72
7 1 Normal S1 B33449 2.3 1.64
8 1 Normal S1 B33450 2.0 1.21



Boxplot of significant proteins
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All data Boxplot of all proteins
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Cluster Analysis of samples (Euclidean distance)
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S1 Q1090

Proteins showing total separation

I

ME7 Sl B36863 2.52 0.68 110 1.32 0.144 0.40
100 ME7 S1 B36863 2.52 2.3 2.8 068 20 110 34 1.32 0.144 0.40 -1.9 -3.3
110 ME7 S1 B36865 246 1.9 24 027 14 082 32 0.98 -0.024 0.17 2.1 -3.2
120 ME7 S1 B36865 246 1.9 24 027 14 082 32 0.98 -0.024 0.17 2.1 -3.2
130 ME7 S1 B36867 293 24 2.7 048 19 113 32 111 -0.274 0.16 2.0 -3.2
140 ME7 S1 B36867 293 24 2.7 048 19 113 32 111 -0.274 0.16 2.0 -3.2
11 Normal S1 ~ B36857 1.06 3.2 3.0 145 238 165 36 2.01 0.496 0.67 -1.8 -3.0
21 Normal S1 ~ B36857 1.06 3.2 3.0 145 28 165 36 201 0.496 0.67 -1.8 -3.0
31 Normal S1 ~ B36858 1.22 29 29 133 23 170 34 1.74 0.427 0.60 -1.8 -3.1
4 1 Normal S1 ~ B36858 1.22 29 29 133 23 170 34 1.74 0.427 0.60 -1.8 -3.1
51 Normal S1 ~ B36859 0.86 2.9 29 133 24 157 35 1.72 0.603 0.68 -1.6 -2.8
61 Normal S1 ~ B36859 0.86 2.9 29 133 24 157 35 1.72 0.603 0.68 -1.6 -2.8
71 Normal S1 ~ B36860 1.93 2.7 29 128 25 168 36 151 0.629 0.84 -1.7 -2.8
81 Normal S1 ~ B36860 1.93 2.7 29 128 25 168 36 151 0.629 0.84 -1.7 -2.8



Boxplot of proteins showing complete separation
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Pairwise Scatterplots of Proteins showing complete separation
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Significant data (p<=0.01)

Significant Proteins (t-test; p<=0.01)

[ name [ mz JME7avg[NORM.avgl t | p

5 C05234_15234 2636 1.27 7.7 9.0e-06
9 C07670_4 7670 2.220 2091 -6.3 1.3e-04
17 C013642_ 13642 0.477  1.35 -11.0 3.4e-05
18 C014183_ 14183 1.770  2.50 -5.5 4.4e-04
19 C014620_ 14620 0.965  1.60 -4.3 1.4e-03
21 C015262_ 15262 1.017  1.65 9.6 7.7e-05
22 C016885_ 16885 3.274  3.54 -4.5 1.8e-03
23 C017090_ 17090 1.645 191 -3.9 3.9e-03
28 C022292_ 22292 1.134 174 -6.7 2.5e-05
30 C028105_ 28105 -0.051  0.54 -1.1 2.5e-04
31 C028898_ 28898 0.243  0.70 -1.6 3.1e-05
36 C057359_ 57359 -1.979 -1.71 -5.9 3.2e-04

38 C084779_84779 -3.235 -2.91 -71.3 4.8e-05



Data for Significant proteins

I

ME7 Sl B36863 2. 52 0. 68 l 12 l 1O l 32 O 144 0.40 1 9 -3 3
100 ME7S1 B36863 252 2.3 068 20 112 110 34 1.8 132 0144 040 -19 -33
110 ME7S1 B36865246 1.9 027 14 103 082 32 1.6 098 -0.024 017 -21 -3.2
120 ME7 S1 B368652.46 1.9 027 14 103 082 32 1.6 098 -0.024 017 -21 -3.2
130 ME7S1 B36867 293 24 048 1.9 075 113 32 15 111 0274 016 -20 -3.2

[
SN
o

ME7S1 B36867 293 2.4 048 19 075 113 32 15 111 -0274 016 -20 -3.2

11 Normal S1 B36857 1.06 3.2 145 28 207 165 36 2.0 201 049 067 -18 -3.0
21 Normal S1 B36857 1.06 3.2 145 28 207 165 36 2.0 201 049 067 -18 -3.0
31 Normal S1 B36858 1.22 2.9 133 23 151 170 34 18 174 0427 060 -18 -31
41 Normal S1 B36858 1.22 2.9 133 23 151 170 34 18 174 0427 060 -18 -31
51 Normal S1 B36859 0.86 2.9 133 24 112 157 35 1.8 172 0603 068 -16 -28
61 Normal S1 B36859 0.86 2.9 133 24 112 157 35 18 172 0603 068 -16 -2.8
71 Normal S1 B36860 1.93 2.7 128 25 171 168 3.6 2.0 151 0629 084 -17 -28
81 Normal S1 B36860 1.93 2.7 128 25 171 168 3.6 2.0 151 0629 084 -17 -28



Boxplot of significant proteins
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Pairwise Scatterplots of Significant Proteins
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Pairwise Scatterplots of Significant Proteins



Cluster Analysis of samples (Euclidean distance)
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Cluster Analysis of samples (Euclidean distance)



Plot of first three principal components
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Scatterplot of linear discriminant function (x-axis)
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All data

Boxplot of all proteins
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Cluster Analysis of samples (Euclidean distance)

MEF 5112
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Proteins showing total separation

_

10 ME7 Sl B368852.99 1.8 25 207 0.80 115 0.94 0.97 -0.51  0.095
30 ME7 S1 B370033.68 1.5 29 247 29 33 087 18 122 094 31 16 107 11 -055 0.161
40 ME7 S1 B37004 3.29 -39 25 273 29 38 105 22 132 141 31 14 113 11 -062 -0.148
50 ME7 S1 B37020 348 1.7 27 282 31 33 080 17 165 114 32 16 110 11 -097 -0.167
70 ME7 S1 B371343.02 1.5 29 280 30 34 077 18 132 108 32 16 093 11 -090 -0.215
8 0 ME7 S1 B372833.68 1.8 24 267 31 36 094 19 147 032 32 15 130 14 -047 -0.020
100 ME7 S1 B37285322 16 28 227 31 35 120 20 140 048 34 19 141 13 -017 0438
21 Normal S1 B37002 0.61 2.7 33 115 23 24 177 30 104 187 39 23 18 20 026 0.855
61 Normal S1 B37133133 26 3.0 104 21 23 187 26 064 162 36 20 179 21 033 0.617
91 Normal S1 B37284 186 26 31 120 21 25 184 26 023 195 36 20 163 20 0.15 0.731
111 Normal S1 B373290.86 29 34 081 20 22 193 26 062 187 38 21 170 21 0.19 0.716
121 Normal S1 B37499 153 27 33 075 23 23 18 26 107 19 38 22 168 18 031 0.665

131 Normal S1 B375000.90 26 3.2 070 20 24 200 27 060 206 37 21 172 21 048 0.934
141 Normal S1 B375011.30 27 30 048 22 21 149 26 076 168 37 23 183 15 031 0.927
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Boxplot of proteins showing complete separation

05 10 15 20 25 30 35

20 22 24 26 28 30

0204 0605101214 186

18

18

12

10

5234 m/z

—_

.
MET =1
10483 m/z

—_

MET =1
14863 m/z

MET =1
17327 m/z

1 =

4

—_
]
]
|
1
-4
T

MET =1

3

4

30 35

25

20

10 15 20

05

18 20

14 18

12

6054 m/z

- L=l
—

— =
T

MET =1
10707 m/z

—_
]
]

- T T
MET =1
15460 m/z

—_

—

1
4

1
1
1
:
1
-4
L

MET =1
22295 m/'z

—_

1 B

4

L]

-
]
-
T

MET =1

32

25

25

24

ng 10 12 14 16 18 20

34 36 38

32

0A

no

05

1.0

8445 m/z

4

- T T
MET =1
13638 m/z

— —_
1

MET =1
16889 m/z

MET =1
26207 m/z

- L=l

25

15

10

ns

18 20 22 24 28 28 30

22

18 18 20

14

02 00 02 04 0B 0&

10085 m/z

MET =1
14189 m/z

o

- 4

MET =1
17084 m/z

1
1
-4
L
MET =1

28226 m/z

—_

1 B

4

-

]

]

]

]

|

-4

T

MET =1




S1 Q10 120

Pairwise Scatterplots of Proteins showing complete separation
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Significant data (p<=1e-04)

Significant Proteins (t-test; p<=1e-04)

| _name | mz [VE7.avglNORMavgl t | p_|

3 C05234 55234 3336 121 10.8 5.6e-07
9 C07800_9 7800 2.529  3.17 -6.2 9.0e-05
14 C010085_ 10085 2.548  0.88 11.4 9.2e-08
16 C010483_ 10483 2.956  2.14 12.1 4.3e-08
18 C010707_ 10707 3.466  2.31 13.4 3.2e-08
24 C013638_ 13638 0.918  1.82 -10.7 1.7e-07
25 C014189_14189 1.846  2.70 -9.5 6.6e-07
30 C016889_ 16889 3.195  3.74 -8.9 1.4e-06
31 C017084_ 17084 1.607  2.14 -1.1 2.7e-05
32 C017327_17327 1.130 174 -8.5 1.8e-05
36 C022295_ 22295 1.158  1.94 -8.3 6.5e-06
38 C026207_ 26207 -0.597  0.29 -8.0 4.8e-05
39 C028226_ 28226 0.020  0.78 -1.6 2.7e-05

Data for Significant proteins

I 26207}28226)

1 ME7 Sl 836885 2 99 2 07 0. 80 17 0 97 051 0. 095
30 ME7S1 B370033.68 24 247 29 33 087 18 31 16 107 11 -055 0.161
40 ME7S1 B37004329 29 273 29 38 105 22 31 14 113 11 -0.62 -0.148
50 ME7S1 B37020348 22 282 31 33 080 17 32 16 110 11 -0.97 -0.167
70 ME7S1 B371343.02 24 280 30 34 077 18 32 16 093 11 -0.90 -0.215
8 0 ME7S1 B372833.68 26 267 31 36 094 19 32 15 130 14 -047 -0.020
100 ME7S1 B37285322 26 227 31 35 120 20 34 19 141 13 -0.17 0438
21 Normal S1 B37002 0.61 32 1.15 23 24 177 30 39 23 18 20 026 0.855
6 1 Normal S1 B371331.38 32 104 21 23 187 26 36 20 179 21 0.33 0.617
91 Normal S1 B37284 1.86 3.1 120 21 25 184 26 36 20 163 20 015 0.731
111 Normal S1 B373290.86 33 081 20 22 193 26 38 21 170 21 019 0.716
121 Normal S1 B37499 153 32 0.75 23 23 18 26 38 22 168 18 0.31 0.665

131 Normal S1 B37500 0.90 34 0.70 20 24 200 27 37 21 172 21 048 0934
141 Normal S1 B37501 1.30 29 048 22 21 149 26 37 23 183 15 031 0927
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Boxplot of significant proteins
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Pairwise Scatterplots of Significant Proteins
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Cluster Analysis of samples (Euclidean distance)
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Cluster Analysis of samples (Euclidean distance)
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Plot of first three principal components
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Scatterplot of linear discriminant function (x-axis)

MET or Mormal
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Discriminant Function

Scatterplot of linear discriminant function (x-axis)
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All data

Boxplot of all proteins
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Cluster Analysis of samples (Euclidean distance)

MEY 51 7
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Cluster Analysis of samples (Euclidean distance)
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Proteins showing total separation

No proteins showed complete separation
Significant data (p<=0.05)

No Significant Proteins

Data for Significant proteins

_|COGROUPICOGRP_NAJCOSpectr]
8 0

ME7 S1 B35179

9 0 ME7 S1 B35180
100 ME7 S1 B35181
110 ME7 S1 B35182
120 ME7 S1 B35183
130 ME7 S1 B35184
140 ME7 S1 B35185
11 Normal S1 B35173
21 Normal S1 B35174
31 Normal S1 B35175
4 1 Normal S1 B35176
51 Normal S1 B35177
6 1 Normal S1 B35177
7 1 Normal S1 B35178



All data Boxplot of all
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Cluster Analysis of samples (Euclidean distance)

— MEVZ13

—— Mormal =1 7

Marmal =1 4
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Cluster Analysis of samples (Euclidean distance)
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Proteins showing total separation

No proteins showed complete separation
Significant data (p<=0.05)

Significant Proteins (t-test; p<=0.05)

|| name | mz |VME7.avg|NORM.avgl t | p

22 C022484_ 22484 0.65 1.24 -2.50.043
28 C042483_ 42483 -0.77 -0.51 -2.6 0.034

Data for Significant proteins

I

ME7 Sl B35770 0.54 —O 99
9 0 ME7 S1 B35771 -0.35 -0.97
100 ME7 S1 B35772 0.81 -0.54
110 ME7 S1 B35773 0.75 -0.80
120 ME7 S1 B35774 1.09 -0.46
130 ME7 S1 B35775 1.08 -0.83
11 Normal S1 B35764 1.15 -0.46
21 Normal S1 B35765 1.33 -0.47
31 Normal S1 B35766 1.47 -0.65
4 1 Normal S1 B35767 1.46 -0.46
51 Normal S1 B35767 1.20 -0.38
6 1 Normal S1 B35768 1.22 -0.63
7 1 Normal S1 B35769 0.86 -0.52

Boxplot of significant proteins
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All data

Boxplot of all proteins
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Cluster Analysis of samples (Euclidean distance)

— Rormal =1 6

— Normal 51 3

Marmal =1 2

MEY =113

— Mormal 51 5

— Mormal 511

Marmal =1 4

MET 5112

Marmal =1 7

—— MEY 3111

— MET 5110

MEY 51 85

MEY 519

[ I I T T I I 1
14 12 10 5 B 4 2 0
Cluster Analysis of samples (Euclidean distance)



S1 Q10 210

Proteins showing total separation

II

ME7 Sl B36260 2.65 1 04 1 23
9 0 ME7 S1 B36261 2.57 2.7 3.1 1.32 2.2 0.83 1.4
100 ME7 S1 B36261 2.61 2.7 3.2 1.21 2.3 0.90 15
110 ME7 S1 B36262 3.65 2.8 3.0 1.21 2.4 1.23 1.6
120 ME7 S1 B36263 3.49 2.7 3.0 0.98 1.9 0.93 1.3
130 ME7 S1 B36264 3.65 2.7 2.5 1.27 1.8 0.95 1.0
140 ME7 S1 B36265 2.87 3.0 3.5 1.36 2.5 1.49 1.8
11 Normal S1 B36248 1.36 1.9 2.0 1.54 2.5 1.74 2.2
21 Normal S1 B36249 0.90 1.8 1.9 1.74 2.6 1.79 2.1
31 Normal S1 B36250 0.69 2.3 2.0 1.86 2.6 1.73 2.1
4 1 Normal S1 B36251 1.12 2.1 2.2 1.79 2.8 2.04 2.2
51 Normal S1 B36252 1.35 2.3 2.1 1.85 2.8 2.07 2.2
6 1 Normal S1 B36253 0.61 2.3 2.3 1.71 2.8 1.82 2.3
7 1 Normal S1 B36253 1.93 2.3 2.2 1.82 2.7 1.72 2.4
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I-“

3 C05020_7 5020 3.3 5.0 3.4e-04
4 C05234_15234 3.1 11 7.5 7.4e-06
7 C06272_16272 2.7 2.1 6.0 1.0e-04
8 C07858_2 7858 2.7 3.2 -5.29.1e-04
15 C010705_10705 3.0 2.1 6.9 8.1e-05
19 C013645_136451.2 1.8 -8.2 4.1e-06
21 C014627_14627 1.1 1.8 -7.2 3.1e-05
23 C015333_153331.5 2.2 -7.2 7.9e-05



Data for Significant proteins

IE@Eﬂmﬁﬂﬂllﬁﬁﬂﬁﬁﬂlﬁ@ﬂll@ﬂlEﬂ@ﬂﬂ@ﬂiﬁﬂﬂilﬂ@ﬂlﬁﬁﬁ

ME7 S1 B36260 2.65 1.04 1.23
90 ME7 S1 B36261 3.0 2.57 2.7 2.8 31 1.32 0.83 14
100 ME7 S1 B36261 3.1 2.61 2.7 2.8 3.2 121 0.90 15
110 ME7 S1 B36262 3.5 3.65 2.8 2.7 3.0 121 1.23 1.6
120 ME7 S1 B36263 3.4 3.49 2.7 24 3.0 0.98 0.93 13
130 ME7 S1 B36264 3.6 3.65 2.7 24 2.5 1.27 0.95 1.0
140 ME7 S1 B36265 3.2 2.87 3.0 3.0 35 1.36 1.49 1.8
11 Normal S1 B36248 2.5 1.36 1.9 3.0 2.0 154 1.74 2.2
21 Normal S1 B36249 25 0.90 18 3.2 1.9 1.74 1.79 21
31 Normal S1 B36250 2.5 0.69 2.3 3.2 2.0 1.86 1.73 21
4 1 Normal S1 B36251 2.8 1.12 2.1 3.2 2.2 1.79 2.04 2.2
51 Normal S1 B36252 2.6 1.35 2.3 3.3 2.1 1.85 2.07 2.2
61 Normal S1 B36253 2.8 0.61 2.3 3.2 2.3 171 1.82 2.3
71 Normal S1 B36253 3.2 1.93 2.3 3.2 2.2 1.82 1.72 24
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Pairwise Scatterplots of Significant Proteins

ns 20 35

24 25 32

10 14 15

16 22

1.0

ns 20 35 24 28 32 10 14 18 10 16 22
L 111 - [ B = Lig1 1 . Ly
h .- [ ] L J r - [ ] . [ ] L -
CO8020_7 * F = "y T e " el S00T
Fo p"® B [l o " g -
Ps pg il p ¥ B B [
'-. l-._ ‘ w L ’ '_- ' L] ] L J
w=f g = e | |oem = = " o "
= C05234_1 - > ~ .
B F "y 2 b F 2 r".-‘
W L] | -J - | L] -} -} -
-' I-l = -. = -:' -] .* ] " k " =] ": r
-.'. . -'_ . COR2T2_1 ': '|-:l' _-" o ! "_"é
JE = B o L & foEe o Y- o it
- | ] i) [ ] 5] [ 5] o ] 5] - '] - i)
_ &y . E | .'I..I cOva5s8_2 .:r . :. Ly ’ '.'-
- [} o ‘ l_ = -] ] M ' e [}
I A L3 TR
. I . b cO010705_ " ] . - L L
e e ke Lt . i L N |
ol e e o
b |2} |2} =} |2} ] |2}
I . - I o [ooaees | | i
— -} IT -] 1 * o [ -3 = m J [} o [-]-]
L B L B B B L B B L) B L)
To r Ly | [ j
L B L Fre & o F| B o ¥ 7
| - O r R l = - rE 1 r R - CI:I1 452?_ [ :
F 1 F - B | "% | P C %
810 &= = o3, = N [ - (L
] ) o 1 " " B 3 C015333_
] ..l -l ' -] IJ' . 'l'. l} 'l =- B
L TT T T F‘I_l' = -l_* T T 2 |
28 32 18 24 30 2.0 30 og 14 20

Pairwise Scatterplots of Significant Proteins

32

26

18 24 30

3.0

20

14 20

0.3



Cluster Analysis of samples (Euclidean distance)
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Cluster Analysis of samples (Euclidean distance)

Plot of first three principal components
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Scatterplot of linear discriminant function (x-axis)

MET or Mormal

Discriminant Function

Scatterplot of linear discriminant function (x-axis)



All data

Boxplot of all proteins
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Cluster Analysis of samples (Euclidean distance)
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Cluster Analysis of samples (Euclidean distance)
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Proteins showing total separation

I

ME7 Sl B36863 2.49 0.661 1 29 O 1218 O 38
9 0 ME7 S1 B36864 2.44 0.620 2.1 3.2 1.04 0.2076 0.47
100 ME7 S1 B36865 2.44 0.248 1.4 3.2 0.96 -0.0466 0.15
110 ME7 S1 B36865 2.81 0.086 11 2.9 0.69 -0.1436  0.12
120 ME7 S1 B36866 2.58 0.772 1.9 3.3 1.11 -0.0663 0.15
130 ME7 S1 B36867 2.91 0.454 1.9 3.1 1.08 -0.2967 0.13
140 ME7 S1 B36868 3.29 0.438 1.6 3.1 0.85 0.0074 0.33
11 Normal S1 B36857 1.04 1.428 2.8 3.6 1.98 0.4734 0.65
21 Normal S1 B36858 1.20 1.304 2.3 3.4 1.72 0.4044 0.58
31 Normal S1 B36859 0.84 1.309 2.4 3.5 1.70 0.5800 0.66
4 1 Normal S1 B36860 1.90 1.262 2.5 3.6 1.48 0.6061 0.82
51 Normal S1 B36860 1.73 1.515 2.6 3.7 1.66 0.6501 0.76
6 1 Normal S1 B36861 1.12 1.469 2.5 3.6 1.79 0.6540 0.84
71 Normal S1 B36862 1.77 0.956 2.2 3.5 1.44 0.4623 0.60



Boxplot of proteins showing complete separation
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Pairwise Scatterplots of Proteins showing complete separation
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Significant data (p<=0.001)

Significant Proteins (t-test; p<=0.001)

|| name | mz |VE7.avgINORM.avgl t | p_|

3 C05234_15234 2.708
6 C07670_4 7670 2.195
14 C013642_ 13642 0.469
15 C014185_ 14185 1.698
16 C014623_ 14623 0.754
18 C015234 15234 1.053
19 C016884 16884 3.194
20 C017090_ 17090 1.577
25 C022291_ 22291 1.003
27 C028099_ 28099 -0.031
28 C028898_ 28898 0.247

1.37
2.86
1.32
2.46
1.53
1.56
3.55
1.94
1.68
0.55
0.70

6.7 3.0e-05
-5.2 2.4e-04
-7.4 1.2e-05
-4.9 7.6e-04
-5.0 3.2e-04
-5.3 2.6e-04
-4.9 4.9e-04
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Data for Significant proteins

I

ME7 Sl B36863 2.49 0.661 l 10 1 07 1 8 1 29 0 1218 O 38
90 ME7 S1 B36864 2.44 24 0.620 21 0.97 1.17 32 16 1.04 02076 047
100 ME7 S1 B36865 2.44 19 0.248 14 1.00 0.80 3.2 16 0.96 -0.0466 0.15
110 ME7 S1 B36865 2.81 19 0.086 11 0.47 0.82 2.9 14 0.69 -0.1436  0.12
120 ME7 S1 B36866 2.58 21 0.772 19 0.46 1.01 3.3 17 111 -0.0663 0.15
130 ME7 S1 B36867 2.91 24 0.454 19 0.72 111 31 15 1.08 -0.2967 0.13
140 ME7 S1 B36868 3.29 24 0.438 16 0.55 1.39 31 15 0.85 0.0074  0.33
11 Normal S1 B36857 1.04 31 1.428 2.8 2.04 1.63 3.6 1.9 1.98 04734  0.65
21 Normal S1 B36858 1.20 29 1.304 2.3 1.48 1.68 34 18 172 0.4044 0.8
31 Normal S1 B36859 0.84 2.8 1.309 24 1.10 1.54 3.5 18 1.70 0.5800  0.66
41 Normal S1  B36860 1.90 2.7 1.262 25 1.69 1.65 3.6 2.0 1.48 0.6061  0.82
51 Normal S1 B36860 1.73 31 1.515 2.6 1.68 1.64 3.7 21 1.66 0.6501  0.76
6 1 Normal S1 B36861 1.12 3.0 1.469 25 137 1.53 3.6 21 1.79 0.6540 0.84
71 Normal S1 B36862 1.77 24 0.956 2.2 1.33 1.26 3.5 18 1.44 04623  0.60



Boxplot of significant proteins
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Pairwise Scatterplots of Significant Proteins
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Cluster Analysis of samples (Euclidean distance)
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Plot of first three principal components
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Scatterplot of linear discriminant function (x-axis)

MET or MNaormal

Discriminant Function

Scatterplot of linear discriminant function (x-axis)




All dataBoxplot of all proteins
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Cluster Analysis of samples (Euclidean distance)
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S1 Q10 EP
S1 Q10 EP

Proteins showing total separation

I 13638\

10 ME7Sl B368852.98 1.8 25 2.06 33 079 114 0.93 0.96 -0.52 0.084
20 ME7S1 B36885298 18 25 206 28 33 079 17 114 093 31 15 09 11 -0.52 0.084
50 ME7S1 B370033.67 1.5 28 246 29 33 08 17 121 093 31 16 106 11 -056 0.149
6 0 ME7S1 B370033.67 1.5 28 246 29 33 08 17 121 093 31 16 106 11 -056 0.149
70 ME7S1 B37004 328 -40 24 272 29 38 103 21 131 140 31 14 112 10 -0.64 -0.159
8 0 ME7S1 B37020347 17 27 281 30 33 079 17 164 113 32 16 109 10 -098 -0.178
100 ME7S1 B371343.00 15 29 279 30 34 07 17 131 107 32 16 092 11 -091 -0.226
110 ME7S1 B37134300 15 29 279 30 34 07 17 131 107 32 16 092 11 -091 -0.226
120 ME7S1 B37283367 1.7 24 266 31 36 093 19 145 031 32 15 128 14 048 -0031
150 ME7S1 B372853.20 1.6 28 226 30 35 119 20 139 047 34 19 140 13 -018 0427
31 Normal S1 B37002 0.60 2.7 33 114 23 24 17 30 103 18 39 23 184 20 025 0844
41 Normal S1 B37002 0.60 2.7 33 114 23 24 17 30 103 18 39 23 184 20 025 0844
91 Normal S1 B371331.37 26 3.0 103 21 23 18 26 063 161 36 20 178 21 032 0.606
131 Normal S1 B37284 1.85 26 3.1 119 21 25 182 26 022 194 36 20 162 19 014 0.720
141 Normal S1 B37284 1.85 26 3.1 119 21 25 182 26 022 194 36 20 162 19 014 0720
16 1 Normal S1 B373290.85 29 33 080 20 22 192 26 061 18 37 21 169 21 018 0.705
171 Normal S1 B37329 0.85 29 33 080 20 22 192 26 061 18 37 21 169 21 018 0.705
181 Normal S1 B37499 152 2.7 33 074 23 23 184 26 106 195 38 22 167 18 029 0.654
191 Normal S1 B37500 0.89 26 32 069 20 23 199 27 059 205 37 21 171 21 047 0923
201 Normal S1 B37501 1.29 2.7 30 047 21 21 148 26 075 167 37 22 18 15 030 0916

211 Normal S1 B37501 1.29 2.7 3.0 047 21 21 148 26 075 167 37 22 182 15 030 0916



S1 Q10 EP

Boxplot of proteins showing complete separation
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S1 Q10 EP

Pairwise Scatterplots of Proteins showing complete separation
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S1 Q10 EP

Significant data (p<=1e-04)

Significant Proteins (t-test; p<=1e-04)

| _name | mz [VE7.avgINORMavgl t | p ]

3 C05234_5 5234 3.2926
4 C05469_2 5469 2.6341
9 C07800_9 7800 2.4870
10 C08445_3 8445 2.6732
13 C010085_ 10085 2.5071
14 C010483_ 10483 2.9222
16 C010707_ 10707 3.4203
22 C013638_ 13638 0.8764
23 C014189_ 14189 1.8032
24 C014619_ 14619 0.6220
25 C014863_ 14863 1.3128
27 C015460_ 15460 0.9167
28 C016889_ 16889 3.1767
29 C017084_ 17084 1.5871
30 C017327_ 17327 1.0764
31 C018759_ 18759 0.0562
34 C022295_ 22295 1.1288
36 C026207_ 26207 -0.6243
37 C028226_ 28226 0.0073
38 C028896_ 28896 0.3270

1.18
3.06
3.14
3.18
0.88
2.13
2.30
1.79
2.70
153
0.68
1.84
3.74
2.14
1.73
0.47
191
0.26
0.78
0.88

12.7 2.8e-10
-5.8 1.9e-05
-8.5 1.7e-07
-7.0 3.8e-06
13.1 8.5e-11
15.1 6.2e-12
16.4 2.2e-12
-13.8 2.6e-11
-12.9 7.5e-11
-6.7 7.8e-06
6.3 1.3e-05
-8.6 1.8e-06
-12.3 1.8e-10
-9.9 1.5e-08
-11.6 2.1e-08
5.4 3.4e-05
-10.7 1.1e-08
-10.6 2.7e-07
-10.3 9.2e-08
-1.8 7.3e-07



S1 Q10 EP

Data for Significant proteins

|_[GRouP|GRPNAf spectr[523415469 7800[844510085] 10483]10707]13638] 14189] 14619f14863] 15460] 16889f1 7084 17327) 18 759[ 22295 26207] 2822628896 |

10 ME7S18B36885 298 25 25 25 206 28 33 079 17 037 114 093 31 15 086 .0 11 -052 0.084 0276
20 ME7 1836885 298 25 25 25 206 28 33 079 17 03 114 093 31 15 096 .0 11 -052 0.084 0276
50 ME7 S1 B37003 3.67 28 24 28 246 29 33 086 17 048 121 093 31 16 106 0102 11 -056 0.149 0338
6 0 ME7S1 B37003 367 28 24 28 246 29 33 08 17 048 121 093 31 16 106 0102 11 -0.56 0.149 0.338
70 ME7S1B37004328 24 29 24 272 29 38 103 21 09 131 140 31 14 112 (010 -084 o, 0 0337
8 0 ME7S1B37020 347 27 22 27 281 30 33 079 17 070 164 113 32 16 109 0064 10 -098 .0 0093
10 0 ME7S1B37134300 27 24 29 279 30 34 076 17 070 131 107 32 16 092 0073 11 091 [, 0195
110 ME7S1B37134300 27 24 29 279 30 34 076 17 071 131 107 32 16 082 0073 11 -091 ., 0195
120 ME7S1B37283 367 26 26 24 266 31 36 093 19 075 145 031 32 15 128 0192 14 048 . 0437
150 ME7 S1 B37285320 28 26 28 226 30 35 119 20 071 139 047 34 19 140 0357 13 -018 0427 0.783
31 g‘l’rma' B37002 060 30 32 33 114 23 24 176 30 189 103 186 39 23 184 0458 20 025 0.844 0.982
41 gi)rmal B37002 0.60 30 32 33 114 23 24 176 30 189 103 186 39 23 184 0458 20 025 0.844 0982
91 g‘frma' B37133137 30 32 30 103 21 23 18 26 155 063 161 36 20 178 0453 21 032 0.606 0.863
131 gi’rma' B37284185 32 30 31 119 21 25 18 26 078 022 194 36 20 162 0619 1.9 014 0720 0.822
141 g‘frma' B37284 185 32 30 31 119 21 25 18 26 078 022 194 36 20 162 0619 1.9 014 0720 0.822
16 1 g‘l’rma' B373290.85 32 33 33 080 20 22 192 26 163 061 186 37 21 169 0575 21 018 0705 0.701
171 g‘;’rma' B373290.85 32 33 33 080 20 22 192 26 163 061 18 37 21 169 0575 21 018 0.705 0.701
18 1 g‘l’rma' B37499 152 32 31 33 074 23 23 184 26 192 106 195 38 22 167 0574 18 029 0654 0.804
191 g‘;’rma' B37500 0.89 3.2 33 32 069 20 23 199 27 175 059 205 37 21 171 0671 21 047 0923 0914
201 g‘frma' B37501129 27 29 30 047 21 21 148 26 150 075 167 37 22 182 0106 15 030 0916 1.072
211 Nomal pa7501129 27 29 30 047 21 21 148 26 150 075 167 37 22 182 0106 15 030 0916 1.072
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S1 Q10 EP

Boxplot of significant proteins
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