Additional File 1. LD analysis for SNPs. Upper diagonal: LD from our data; Lower diagonal: LD from HapMap. LD was calculated from the control samples only. Due to the small sample size of several populations, only Caucasian, Black, and Asian samples were used in the calculation. Correspondingly, the CEU, YRI, and JPT samples from HapMap were used to extract the LD values. 

	Race: Caucasian vs. HapMap CEU

	
	D’
	r2

	
	rs9939609
	rs1477196
	rs7206790
	rs8047395
	rs9939609
	rs1477196
	rs7206790
	rs8047395

	rs9939609
	NA
	1.000
	0.894
	0.989
	NA
	0.387
	0.619
	0.618

	rs1477196
	1
	NA
	0.915
	1.000
	0.356
	NA
	0.418
	0.612

	rs7206790
	0.847
	0.93
	NA
	0.926
	0.536
	0.424
	NA
	0.700

	rs8047395
	1
	1
	0.91
	NA
	0.623
	0.572
	0.68
	NA

	Race: Black  vs. HapMap YRI

	
	D’
	r2

	
	rs9939609
	rs1477196
	rs7206790
	rs8047395
	rs9939609
	rs1477196
	rs7206790
	rs8047395

	rs9939609
	NA
	0.999
	0.388
	0.456
	NA
	0.124
	0.101
	0.096

	rs1477196
	1.000
	NA
	0.999
	0.999
	0.041
	NA
	0.185
	0.270

	rs7206790
	0.216
	1
	NA
	0.235
	0.033
	0.057
	NA
	0.038

	rs8047395
	0.514
	1
	0.396
	NA
	0.083
	0.128
	0.030
	NA

	Race: Asian vs. HapMap JPT

	
	D’
	r2

	
	rs9939609
	rs1477196
	rs7206790
	rs8047395
	rs9939609
	rs1477196
	rs7206790
	rs8047395

	rs9939609
	NA
	0.998
	0.874
	0.999
	NA
	0.083
	0.546
	0.225

	rs1477196
	1
	NA
	0.817
	1.000
	0.073
	NA
	0.040
	0.369

	rs7206790
	0.711
	0.628
	NA
	0.999
	0.462
	0.032
	NA
	0.161

	rs8047395
	1.000
	0.934
	1.000
	NA
	0.092
	0.698
	0.118
	NA
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