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Entrez genes
Nr_199166 NM_015512 HM_020163 NR_015136 Hr_014366
~Him - i
ALASL: aminolevulinate, delta, sunthase 1 OMAHL: dunein, axonemal, heavy polupeptide 1 SEMAJG: semaphorin semZ STABL: stabilin 1 precursor GNL3: guanine nucleotice binding prote
NM_000888 NM_004556 NM_022905 Nr1_206825
B Ut e L
ALASL: aninolevulinate, delta, sunthase 1 BAPL: BRCAL associated protein-i NTSDCZ: Five_prime_nucleotidase domain containing 2 GNL3: guanine nucleotide binding prote
NM_017442 NM_016483 HIM_018165 NIM_206826
H - i
TLRI: toll-like receptor @ isoform A precursor PHF7: PHD finger protein 7 isoform 1 PEL: polybromo 1 isoform 1 GNL3: guanine nucleoticde binding prote;
NH_007284 NM_173341 NH_018313 NH_001010953
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TWF2: twinfilin-like protein PHF7: PHD finger protein 7 isoform 2 PEL: polubromo 1 isoform 2 GLTSDL: glycosultransferase § comal
NM_144641 NIM_003280 NIM_181042 NI_018446
PPMIM: protein phosphatase 1M (PP2C domain containing) THNCL: troponin C, slow PBL: polubrono 1 isoform 4 GLTBOL: glycosyltransferase 8 domal
NM_025222 HM_007134 NR_152932
THEMLL3: hupothetical protein PROZT30 NISCH: nischarin

HH_145262
i
GLVCTK: CGO886-1ike

GLTE0L: glycosultransferase & donaj
NM_014041
-

SPLS1: signal peptidase conple
HM_003157
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NEKd: NIMA (never in mitosis
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HI_015483
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PHF7: PHO Finger protein 7 isoform 1

NI1_004656

<TRIHT A
BAP1: BRCAL associated protein=1
HM_173341

HHM_003250

THNCA: troponin C, slow
HM_007184

NISCH: nizcharin

NH_020163

SEMASG: semaphorin sem?

[ e ) i 1
PHFY: PHD finger protein 7 isoform 2

(rs8855470, rs6784615) - D 1.0 LOD: 7.85 r-squared: 0.826
(rs6784615, r=6445486) - D: 1.0 LOD: 7.85 r-squared: 0.826
{rs10865972, rs8784615) - D% 1.0 LOD: 10.35 r-sguared: 1.0
(rs8784615, rs4687618) -
(rs68784815, re6810027) -

D% 1.0 LOD: 7.85 r-sguared: 0.8928
D 1.0 LOD: 7.25 r-sguared: 0.826

(rs9855470, rs6445486) - D@ 1.0 LOD: 9.03 r-squared: 1.0
(re1 0865972, re0855470) -

D% 1.0 LOD: 7.85 r-squared: 0.826

(r59855470, rs4687618) - Dt 1.0 LOD: 9.03 r-squared: 1.0
(rs9855470, rs6810027) - D% 1.0 LOD: 9.03 r-squared: 1.0
(rs10865972, rs6445486) - D" 1.0 LOD: 7.85 r-squared: 0.826
(rs6445486, rs4687619) - D 1.0 LOD: 9.03 rsquared: 1.0
(rs64454886, rs6810027) - D9 1.0 LOD: 9.03 r-squared: 1.0
(rs10885972, rs46587618) - D% 1.0 LOD: 7.85 r-squared: 0.826
(rsl0285972, rs6210027) - D% 1.0 LOD: 7.85 r-squared: 0.226
(r54687619, rs6810027) - Dt 1.0 LOD: 9.03 r-squared: 1.0

NM_015136
STABL: stabilin 1 precurszor




