MRF-SSCP analysis in PK031: Si-4 fragment (1473 bp, nt. 4562-6034)
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Pro Phe Tryp Gly |STOP Amino acid

CEECCTTTTGGG GG(Op GC TG GEC CA

bp

C SI4.1F/SI4.1B (372 bp) 251
Pvu |l digestion 134

Wild-type 117 Y 134 Y 91 Y30 117
Q1828X 21 91 30 91




