
 

 

 
Figure 2: Distribution of HD-associated genes across biological processes. A) Using GO annotation, HD-

associated genes were assigned to a reduced set of GO Slim categories representing biological processes. Only 

processes with more than 50 HD-associated genes are displayed here in the pie-chart. Numbers shown refer to 

HD-associated genes assigned. Biological processes that are significantly enriched (FDR≤0.01) are set in bold. 

Red labels indicate odds ratio ≥ 2.0  with respect to the number of genes expected by chance. Note that the BP 

categories are not exclusive i.e. a gene can be assigned to several BP categories.  B) Enrichment of HD-

associated genes is displayed as odd-ratios for selected biological processes from the full list of GO categories 

(see Additional files).    

   

A 

 B 


