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  Region 1 Region 2 Region 3 Region 4  DNA methylation 

# CpG's assessed  9 14 8 6    0-25% 

Cell line           26-49% 

Universally Methylated             50-74% 

MDAMB231            75-100% 

MCF7             
MDAMB157            
MDAMB468            
MDAMB436             

Hs578T             
BT549             
ZR751             
T47D             
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