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cm‘i‘zﬁ’p o ol |_ClodrolipiControl
Csfr-1| Cdh1 | Cdh2
1 313/387 3 -10 2
2 568/512 1.2 10 -2.4
3 2551734 -2 2 -2
4 807/1219 -6 14 -23
5 340/588 -3 N/A -2
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