Table S2: List of calculated segments in all samples

| Chromosome |1 [2][3]4|5] 6 [7]8]9]10[11]12]13[14[15[16[17[18][19| X [ Sum |
Normall 1 [7]5 3134181 [3[3]1][1[]1]1]1]3]5 ] 64
Normal2 353115 76|11 ][1[3[3[3[1]3]3[3[3]7] 63
Transgenicl 54 [67[44[35[33] 39 [38[43 (32|41 [27[37[32[18 38|39 [39[14] 7 [ 77 [ 754
Transgenic2 8 |20[29[16[18] 15 [43[23] 1 |8 [3 [14][5 |3 |13][14[25[ 3 [15] 6 [ 282
Tumorl 102 [ 75 [ 96 | 61 | 48 | 101 [ 61 |72 42|86 | 27 | 46 | 36 | 27 [ 57 [ 52 | 54 | 54 | 30 | 112 || 1239
Tumor2 775105 371395 |7 [5]9[8[1 7|7 [11]9]9][3] 174
Common breakpoints

Tu2 vs. Tul ! ’ ! 212!

res. cell line 16 21281513 | 54 |27 (23|23 |11 |14 |19]19] 5 [19[8 |16] 8 | 9 | 7 || 35
sens. cell line 53 4446 [38[41] 69 [53[38[39 |37 [27[30[17[23[29 |20 |45 [24[12] 7 [ 692
RCT-D782 32111 11131111111 ][3]1]3] 2
RCT-E565 1 113381111111 [1]1r]1]3]1]3] 35
RCT-E302 5 [5[7[3]1] 3 [3]1][1]1]6]5[3[3 4|5 ][3[4]1][1B] 77
RCT-E473 7[5 453 [3[5[1[3[2[3[7[1]7]3[3[3[1[9] &
RCT-D419 1 11133131111 |3]1][5[1][1]3]1]5 ] 38
RCT-C658 1 13151 jrjuufr[3]j1r]r|7]2[18][1][1]3]1]1] 64




