Table S2. Aberrations patterns in each chromosome in 20 tumor biopsies
	chrom.
	Tot. aberr.
	Loss
	Gain 
	Amplif. 

	
	HG n=10
	LG n=10
	HG n=10
	LG n=10
	HG n=10
	LG n=10
	HG n=10
	LG n=10

	
	403
	92
	120
	55
	241
	25
	42
	12

	1
	31
	6
	7
	3
	19
	3
	5
	0

	2
	30
	8
	12
	4
	16
	3
	2
	1

	3
	23
	4
	3
	1
	17
	2
	3
	1

	4
	10
	3
	4
	1
	5
	0
	1
	2

	5
	14
	3
	4
	2
	9
	1
	1
	0

	6
	42
	4
	14
	3
	21
	1
	7
	0

	7
	22
	2
	2
	0
	18
	2
	2
	0

	8
	25
	3
	8
	3
	15
	0
	2
	0

	9
	21
	13
	19
	13
	2
	0
	0
	0

	10
	15
	2
	2
	1
	10
	0
	3
	1

	11
	20
	12
	8
	6
	9
	2
	3
	4

	12
	15
	2
	6
	1
	6
	1
	3
	0

	13
	14
	1
	4
	1
	10
	0
	0
	0

	14
	10
	7
	5
	4
	5
	1
	0
	2

	15
	14
	2
	7
	0
	7
	2
	0
	0

	16
	14
	1
	5
	1
	8
	0
	1
	0

	17
	15
	1
	4
	1
	11
	0
	0
	0

	18
	9
	1
	3
	1
	6
	0
	0
	0

	19
	15
	1
	0
	0
	12
	1
	3
	0

	20
	15
	4
	0
	1
	14
	3
	1
	0

	21
	3
	1
	0
	1
	3
	0
	0
	0

	22
	11
	2
	5
	0
	6
	2
	0
	0

	X
	12
	2
	0
	0
	7
	1
	5
	1

	Y
	3
	7
	3
	7
	0
	0
	0
	0


