Table S6. Eighty-six CpG units showing area under the curve (AUC) values larger than 0.9 in
receiver operating characteristic curve analysis for discrimination of CpG island methylator
phenotype (CIMP)-positive clear cell renal cell carcinomas (ccRCCs) from CIMP-negative
ccRCCs in the learning cohort.

Chromo-

ID of CpG unit Gene symbol some Position of CpG site® AUC value
1 FAM150A 8 58478309 0.936
2 FAM150A 8 58478316, 58478323 0.947
3 FAM150A 8 58478361, 58478363, 58478366 0.912
5 FAM150A 8 58478396, 58478403 0.945
7 FAM150A 8 58478426, 58478428 0.934
8 FAM150A 8 58478477 0.968
9 FAM150A 8 58478496, 58478499 0.939
10 FAM150A 8 58478504 0.911
11 FAM150A 8 58478511 0.968
12 FAM150A 8 58478536 0.925
14 FAM150A 8 58478585, 58478588, 58478592 0.912
16 FAM150A 8 58478624, 58478626 0.939
18 GRM6 5 178422320, 178422324 0.903
19 GRM6 5 178422375, 178422380 0.931

21 ZFP42 4 188916875 0.917
22 ZFP42 4 188916899 0.933
23 ZFP42 4 188916913 0.928
25 ZFP42 4 188916982, 188916984 0.932
28 ZNF540 19 38042472, 38042474 0.928
30 ZNF540 19 38042496 0.983
32 ZNF540 19 38042518 0.960
33 ZNF540 19 38042530, 38042532 0.991
34 ZNF540 19 38042544, 38042552 0.927
36 ZNF540 19 38042576 0.920
41 ZNF540 19 38042800, 38042802 0.941
42 ZNF540 19 38042816 0.928
43 ZNF154 19 58220567 0.956
44 ZNF154 19 58220627 0.966
45 ZNF154 19 58220657, 58220662 0.959
46 ZNF154 19 58220706 0.912
48 ZNF154 19 58220766, 58220773 0.917
56 RIMS4 20 43438576 0.913
58 RIMS4 20 43438621 0.914
74 PRAC 17 46799645, 46799648 0.943
75 PRAC 17 46799654 0.915
77 PRAC 17 46799745 0.944
78 PRAC 17 46799755 0.957
79 TRH 3 129693350, 129693352, 129693355, 129693358 0.903
81 TRH 3 129693406, 129693412 0.973
82 TRH 3 129693425 0.917
83 TRH 3 129693500 0.902
85 TRH 3 129693518, 129693521, 129693528 0.950
86 TRH 3 129693540, 129693543 0.943
87 TRH 3 129693563 0.902
88 TRH 3 129693570, 129693574 0.935
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