FDR q value < 0.01, fc > 1.5-fold

Total # Genes

# Upregulated # Downregulated

during C26 during C26
AAV9-ev Control vs. AAV9-ev C26 2,194 1211 983
AAV9-ev C26 vs. AAV9-d.n.FoxO C26 543 296 247

B GENE NETWORKS REGULATED BY FOXO
(Upregulated during C26)

Enriched DAVID Annotations

bZIP Transcription Factors

Transcription Regulator Activity

Proteasome Complex

Positive Regulation of Transcription-DNA dep
In Utero Embryonic Development

Negative Regulation of Transcription-DNA dep
Negative Regulation of Apoptosis

Regulation of Apoptosis

Positive Regulation of Apoptosis

Collagen Metabolic Process
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Enriched MSigDB Canonical Pathways

Metabolism of Amino Acids & Derivatives

AP-1 Pathway

Activation of NF-kB in B cells

Downstream Signaling Events of BCR
Apoptosis

IL6 Pathway

Proteasome

CDK-med. Phosphorylation & Removal of CDC6
Cross-pres.Soluble Exogenous Antigens
Antigen Proc.-Ubiquitin & Proteasome Degrad.
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C GENE NETWORKS REGULATED BY FOXO
(Downregulated during C26)

Enriched DAVID Annotations

Extracellular Matrix

Leucine-rich repeat N-terminal
Fibrinogen C-terminal

Z-disc

Glycosylation N-linked

Netrin module non-TIMP type
Antigen Processing & Presentat
Polysaccharide Binding
Pleckstrin Homology

Glucose Metabolic Process
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Enriched MSigDB Canonical Pathways

ECM-Receptor Interaction
Beta1-integrin Interactions
Focal Adhesion

ECM Organization

Collagen Formation
Syndecan-1-med. Signaling
Keratan Sulfate Degradation
PPAR Signaling Pathway
NCAM1 Interactions
Integrins in Angiogenesis
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