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Wild type Bourdon p53 consensus sequence of pGL2-210
-210

-180

ccGGGCGTGAGCacgagGAGCAGGTGCccGGGCGAGTCTcgagCTGCACGCCCcce

RRRCWWGYYY

RRRCWWGYYY

RRRCWWGYYY

RRRCWWGYYY

Mutant Bourdon p53 consensus sequence of pGL2-210B
-210

ccGGGCGTGAGCacgagGAGCAGGTGCccGGGIGACTCTcgagcCTGCACGCCCcc

-180

RRRCWWGYYY RRRCWWGYYY RRRCWWGYYY RRRCWWGYYY
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