
0

50

100

150

200

250

300

350

400

450

500

004 002 037 011 015 049 001 013 056 045 053 054 032 030 006 153 035 010 241 023 050 058 059 051 044

Patient ID

N
u

m
b

e
r 

o
f 

fa
ls

e
 p

o
s

it
iv

e
 c

a
ll

s

No. of false positives (GSEQ only)

No. of false positives (GSEQ + sPROFILER)

Run with short and long range PCR protocol. Run with optimized short range only PCR protocol.
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No. of true variants (dideoxy sequencing)

No. of additional false negatives (with

sPROFILER)

No. of false negatives (GSEQ only)

Run with short and long range PCR protocol. Run with optimized short range only PCR protocol.
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