
          234                 254 
           +-------------------+ 
AtFT    5’…CAACCCUCACCUCCGAGAAUA…3’ 
           |||| |||||||||||||||| 
amiR-FT 3’…GUUGUGAGUGGAGGCUCUUAU…5’ 
 
          332                 352 
           +-------------------+ 
MtFTa1  5’…CACGACCCACUUCAGGGAUCC…3’ 
           ||  || ||| || | ||            
amiR-FT 3’…GUUGUGAGUGGAGGCUCUUAU…5’ 

 
  

10 20 30 40 50 60 70
....|....|....|....|....|....|....|....|....|....|....|....|....|....|

AtFT      MSINI R--- DPLI VSRVVGDVLDPFNRSI TLKVTYGQ-REVTNGLDLRPSQVQNKPRVEI GGEDLRNFYT
AtTSF     MSLSRR--- DPLVVGSVVGDVLDPFTRLVSLKVTYGH- REVTNGLDLRPSQVLNKPI VEI GGDDFRNFYT
MtFTa1    MAGSSR--- NPLAVGRVI GDVI DSFENSIP LRVTYGN- RDVNNGCELKPSQIG NQPRVSVGGNDLRNLYT
MtFTa2    MASGSRP-- NPLAVGRVI GDVLDPFESTIP LLVTYGN- RTVTNGGELKPSQVANQPQVI I GVNDPTALYT
MtFTc    MPQNLV--- DPLG--- VI GDVLSPFTNSVSLSALINN- REI SNGCI MKPSQLVNRPRVNVGGDDLRTFYT
MtFTb1    MRIK SM--- NPLVVCGVI GDVLDPFTNSVSLRVVYENNKEVSNSGELKPSQIV NPPRVQVGGNDLRTLYT
MtFTb2    MRIK ST--- NPLVVGGVI GEVLDPFTSSVSLRVVYDNNKEVI NSGELKPSQII NSPRVQVGGNDLRTLYT
AtTFL1    MENMGTRVIEPLI MGRVVGDVLDFFTPTTKMNVSYNK-KQVSNGHELFPSSVSSKPRVEI HGGDLRSFFT
MtTFL1    MARMSQ--- EPLI VGRVI GEVLDSFTTSMKMTVSYNK-KQVFNGHEFFPSTINT KPKVEI DGGDMRSFYT
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....|....|....|....|....|....|....|....|....|....|....|....|....|....|

AtFT      LVMVDPDVPSPSNPHLREYLHWLVTDI PATTGTTFGNEI VCYENPSPTAGI HRVVFI LFRQLGRQTVYAP
AtTSF     LVMVDPDVPSPSNPHQREYLHWLVTDI PATTGNAFGNEVVCYESPRPPSGI HRI VLVLFRQLGRQTVYAP
MtFTa1    LVMVDPDSPSPSNPTFKEYLHWLVTDI PGTTEVTFGNEVVNYERPRPTSGI HRFVFVLFRQQCRQRVYAP
MtFTa2    LVLVDPDAPSPSYPSFREYLHWMVTDI PATNAASFGNEVVSYEKPRPNLGI HRFVFVLLHQQCRQRVYAP
MtFTc    MVMVDADAPSPSNPFLKEYLHWMVTDI PATTSASFGKEVVFYESPKPSAGI HRFVIA LFKQLGRDTVFAP
MtFTb1    LVMVDPDGPSPSNPNMREYLHWMVTNI PATTGTTFGQEI VSYENPRPTSGI HRVI FVLFRQPCRHTVLAP
MtFTb2    LVMVNPDAPSPSDPNMREYLYWMVTNI PATTGTTFGQEI VSYESPRPASGI HRVI FVLFRQPCRHTVLAP
AtTFL1    LVMI DPDVPGPSDPFLKEHLHWI VTNI PGTTDATFGKEVVSYELPRPSI GI HRFVFVLFRQKQRRVI FPN
MtTFL1    LVMTDPDVPGPSDPYLREHLHWI VTDI PGTTDATFGKEVVSYEI PKPNI GI HRFVFVLFKQKNRESVTAS

150 160 170 180
....|....|....|....|....|....|....|....|....|..

AtFT      - GWRQNFNTREFAEI YNLGLPVAAVFYNCQRESGCGGRRL-------
AtTSF     - GWRQQFNTREFAEI YNLGLPVAASYFNCQRENGCGGRRT-------
MtFTa1    - GWRQNFNTREFAELYNLGSPVAAVFFNCQRESGSGGRTFR------
MtFTa2    - GWRQNFNTREFI EFYNLGSPVAAVFFNCQRETGSGGRTFR------
MtFTc    -D WRHNFNTTNFAEIN NL- VI VASVYFNCQRERGCGGRRC-------
MtFTb1    - GWRQNFI TRDFAEFYNLGLPVAALYFNCQRENGSGGRRLII-----
MtFTb2    - GWRQNFI TRDFAEFYNLGLPVAALYFNCQRENGSGGRRMVI-----
AtTFL1    IPS RDHFNTRKFAVEYDLGLPVAAVFFNAQRETAARKR---------
MtTFL1    PSS RDYFNTRNFASQNDLGLPVAAVYFNAQRETAEEDASYIAIAPIA
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