Figure S1

(A) MGGDSKGTYCGAP ILGPGSAPKLSTKTKFWRSSTTPLPPGTYEPAYLGGKDPRVKGGPSLQQ
(B) MGGDDKGTYCGAP I LGPGNAPKLSTKTKFWRSSNAPLPPGTYEPAYLGGKDPRVKGGPSLQQ
(C) MGGDDKGTYCGAP ILGPGNAPKLSTKTKFWRSSNAPLPPGTYEPAYLGGKDPRVKGGPSLQQ

VMRDQLKPFTEPRGKPPKPSVLEAAKKT I INVLEQT IDPPEKWSFTQACASLDKTTSSGHPHHMRK
VMRDQLKPFTEPRGKPPNPSVLESAKKT I INVLEQV IDPPQKWSYAQACASLDKTTSSGYPHHVRK
VMRDQLKPFTEPRGKPPNPSVLESAKKT I INVLEQV IDPPQKWSYAQACASLDKTTSSGYPHHVRK

NDCWNGESFTGKLADQASKANLMFEEGKNMTPVYTGALKDELVKTDKIYGKIKKRLLWGSDLATMI
NDYWNGESFTGKLADQASKANLMYEEGKHMPPVYTAALKDELVKTDKIYGKIKKRLLWGSDLSTMI
NDYWNGESFTGKLADQAPKANLMYEEGKHMPPVYTAALKDELVKTDKIYGKIKKPLLWGSDLSTMI

RRARAFGGLMDELKTHCVTLP IRVGMNMNEDGS I IFERHSRHKYHYDADYSRWDSTQQRAVLAAAL
RCARAFGGLMDELKANC I TLPVRVGMNMNEDGP IMFEKHSRYRYHYDADY SRWDSTQQRAVLAAAL
RCARAFGGLMDELKANC I TLPVRVGMNMNEDGP IMFEKHSRYRYHYDADY SRWDSTQQRAVLAAAL

VIMVKFSSEPHLAQVVAEDLLSPSVVDVGDFKISINEGLPSGVPCTSQWNSTAHWLLTLCALSEVT
EIMVRFSAEPQLAQIVAEDLLAPSVVDVGDFKITINEGLPSGVPCTSQWNS TAHWLLTLCALSEVT
EIMVRFSAEPQLAQIVAEDLLAPSVVDVGDFKITINEGLPSGVPCTSQWNS TAHWLLTLCALSEVT

NLSPDI IQANSLFSFYGDDEIVSTD IKLDPEKLTAKLKKYGLKPTRPDKTEGPLV I SEDLNGLTFL
GLGPDI IQANSMYSFYGDDEIVSTD IKLDPEKLTAKLKEYGLKPTRPDKTEGPLV I SEDLNGLTFL
GLGPNIIQANSMYSFYGDDEIVSTD IKLDPEKLTAKFKEYGLKPTRPDKTEGPLV I SEDLNGLTFL

RRTVTRDPAGWFGKLEQSSILRQMYWTGGPNHEDPSETMIPHSQRP IQLMSLLGEAALHGPAFYSK
RRTVTRDPAGWFGKLEQSSILRQLYWTRGPNHEDPSETMIPHAQRPVQLMALLGESSLHGPSFYSK
RRTVTRDPAGWFGKLEQSSILRQLYWTRGPNHEDPSETMIPHAQRPVQLMALRGESSLHGPSFYSK

I1SKLVIAELKEGGMDFYVPRQEPMFRWMRFSDLSTWEGDRNLAPSFVNEDGVE
VSKLV ISELKEGGMDFYVPRQESMFRWMRFSDLSTWEGDRNLAPSFVNEDGVE
VSKLV ISELKEGGMDFYVPRQESMFRWMRFSDLSTWEGDRNLAPSFVNEDGVE

Amino acid sequence comparison of NV3DPO! proteins used in Rohayem's report (A), in Fukushi's report (B) and in
this report (C). The Amino acid sequence homologies between (A) and (B), (B) and (C), (A) and (C) were 90.4, 99.2,
89.6 %, respectively. Amino acid substitutions were indicated in bold letters.



