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TCCATGTCT TACACT TGGACCEGLGLTCTCAT CACCCCG TELRCAG CAGAAGAAT CLAAGETGOCEAT TAACGCECTCTCTAACTCT LT TETHCGLCACCACAACATGET T TACGLAACTACT TCCCG T TCTGLT GECCTGOG T CAGALGAAGGTAACCT TCGACCG TCTGLAGG
TCCTTGACGACCACTACCGTGACG TACT GAAAGAAAT GAAAGLTAAAG CETCCACCG TAMAAGLTAAACTGCT G TCTGT TRCGGCAGLT THCAAACT GACCCCGLCGLACTCT GLTAAG TCCAAG T TLGET TACGGLGCGAAGGACG T TCG TAATCTGAGCTCCAAG G LAGT TAL
CCACATCCACTCCGTGT GLAAAGACCT GET TRAGGATACCG TAACCCCGAT TRACACCACCAT TAT GECTAAGAAT GAAGT TTTLTGTGT TCAGCLT GAGAAAGG T GGCCETAAG CCGGCTCRTCT GAT TR T TTTCCCGGACCTGHRGCGT TCRTGT CT GLGAGASASAT GECGLT
GTACGACGTGETTTCTACCCT GECGCAAGTTGTAATGGGTAGCTCT TACGGCTTCCAATACT CLCCGGGT CAGCGLG T TRAAT TTCT GG TAAACACCT GEAAAT CLAAAAAAAATCCRATGRGTTTCT CTTACGATACTCGCTGLT TCGACTCCACT GT TACT GAGAACGATATC
CETETTGAGGAATCTATCTACCAGTRCTGLGATCTGGLGCCEGALGCTCET CAGGCTAT CAAATCT CTRACCEAACGCCTGTATAT TRGCGETCCGLT GACCAATAG CARAGE CCARALCTGCRGETACCGCCGTTRTCGTGLATCCGRTGTACTGACCACT TCCTGEGRTAAL
ACTCTGACTTGCTACCT GAAAGCAT CCGCTGCT TGLCA TG CAGCAAAACTGCAG GACT GLACCAT GLTGRGT TAACGGCGACGATCT TG T TGTAAT CTGLGAAT CT GETG R CACCCARGAAGACGCGGLCTCCCTREGT GTAT TCACCGAAG CTATGACCCG T TATAGCGCACCG
CCGGGLGATCCGOCGLAG COG GAATATGATCT G GAACTRAT CACT TCCT GLTCCTCTAACG T TTCTGT TRCCCACGATGCT TCCG GLAAACGTGT TTACTAT CTGACT CG T RACCCGACCACCCCGETRGLGEGTG LT GET TRGLAAACCGCT CRTCACACCCCGR TAAACTCCT
GOCTGEETAATATCATCATGTACGCTCCGACCCTGTREGCACG TAT GATTCTGATGACTCACT TCTTCTCTATCCTGLT GAECT CAGGAACAGCT GEAGAAGGECACT TRACT G TCAGAT TTACG G TECT TGCTACTCCAT TRAACCG LT CRACCT GLCGCAGAT CATCGALCGETCT
GLACGGTCTGAGCGCTTTCTCCCTGECAT TCCTACTCTCCGRGECGAAAT CAACCECGET TRCTAGCT GLCT GLG TAAA LT GGG LG T TCCGCCACT GLGCGT T TRGECG TCACCG TRCACG TAGCG T CCGLGECACG T CTGLT GAGCCAGG GGG T CELGLAGCGACT TRT GG TALAT
ATCTGETTCAACT GLGCAGT TAAAACT ARACT CARACT GACT CLGAT CCCGRCGGCTTCT CAGCTRGACCT GTCT GG TGRTTCG TAGCAGG T TACTCTG G TGGT GACAT CTACCACT CCCTRAGLCATGCACGTCCGCGTTGRT TTATGLT GTGCCT GLTCCTGETCAGCGT TG

GTGTTGGECATCTACCTGCTGECGAACCGT
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