Phylogeny based on psaA cDNA fragments from several volvocine species
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Relationships among psaA cDNA fragments from several volvocine species. The unrooted tree was calculated using the neighbor-joining method (Saitou and Nei, 1987)
of PHYLIP (Felsenstein, 1989). Numbers indicate bootstrap analysis values obtained using 10000 resampled data sets. The analysis is based on the alignment given
in Additional File 2. All Gonium pectorale strains are highlighted in light blue. Gonium pectorale strains used in this study are indicated by a dark blue arrow.
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