Log 2 (Relativetranscriptlevel)

OWild atP and N-rich OWild at20%N-limita tion HphoB mutant ax 20 %oN-limitation

a) Globalregulaiorygenes PhoBregulaio enes
4 IYE -4 IYE

M » ; i w Ry ) S : B & L2 \ W o o ) V) :
& ) & W a & & o & Q\\L‘ o:.x\‘ 0:“0 _}\\0 ‘?‘\0 Q\\\\ qe‘ & e\e Q\\o‘h
Genes

(c) Metaholicpathway genes -

'
=

Log 2 (Relativ e transcripilevel)

£
£
2
%.
£
o -
-3
. 4 N « > s
QQ‘Q Q@Qﬁ@\é% h‘b '?* b\@. {\\z_&\& &b&% N @US{&*E‘Q S pr
Genes
(1) Nitrogen regulatory genes (e)Respiratory chaingenes

D WD WP
1*20 q?\ 4}&




