
Table S6. Summary of the L. sanfranciscensis cytoplasmatic proteases and peptidases, and their cleavage specificities, gene names and relative abundance in the genome The ' | ' indicates the cleavage site.
		peptidase



	specificity

		gene



	Number of genes (n=)
	Locus number

	
	
	
	
	

	Aminopeptidases
	
	
	
	

	aminopeptidase N
	X | (X)n
	pepN
	1
	LSA_00330

	aminopeptidase E
	X | (X)n
	pepE
	1
	LSA_13430

	aminopeptidase C
	X | (X)n
	pepC
	1
	LSA_04460

	aminopeptidase M (Met)
	Met | (X)n
	pepM
	1
	LSA_02870

	
	
	
	
	

	Endopeptidases
	 
	
	
	

	endopeptidase 
	(X)n | (X)n
	pepO;
	1
	LSA_02950

	endopeptidase (glycopeptidase)
	(X)n | (X)n
	
	2
	LSA_04870; LSA_04890

	endopeptidase
	(X)n | (X)n
	
	2
	LSA_08250; LSA_09800

	Oligo-/Tri-/di-peptidases
	
	
	
	

	dipeptidase A
	X | X
	
	1
	LSA_10510

	Prolyl-dipeptidase (prolinase)
	X | Pro
	pepR
	1
	LSA_03150

	tripeptidase T
	X | X-X
	pepT
	2
	LSA_00930; LSA_11660

	Xaa-Pro dipeptidase
	X | Pro
	pepQ
	1
	LSA_05620

	beta-Ala-Xaa dipeptidase
	X | X
	pepV
	1
	LSA_08460

	oligopeptidase
	X | (X)n
	pepB
	1
	LSA_10280

	Xaa-Pro dipeptidyl-peptidase
	X-Pro | (X)n
	pepX
	1
	LSA_11480

	dipeptidase 
	X | X
	pepD
	1
	LSA_06910

	
	
	
	
	

	uncharacterized
	
	
	
	

	M16 family peptidase
	
	
	1
	LSA_09160

	S9 family peptidase
	
	
	1
	LSA_12770

	




