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Supplementary Figure S1 

Hybridization scheme for DNA microarrays using cDNA derived from L. plantarum WCFS1 

(WT), NZ3410 (ΔctsR; dC), NZ3425
CM

 (ΔhrcA::cat; dH), and NZ3423
CM

 (ΔctsRΔhrcA::cat; 

dCdH). Temperature in C° is indicated after the slash. Duplicates were included (between 

brackets) and circled number indicates hybridization number. Tail and head of the arrow 

represent Cy3 and Cy5 labeling, respectively. 
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